Contract No.: 233-02-0086
MPR Reference No.: 6077-220

2004 Health Care Survey of
DoD Beneficiaries:

Child Sample Report

May 2004
Final
Esther Friedman
Haixia Xu
Submitted to:

TRICARE Management Activity
5111 Leesburg Pike, Suite 810
Falls Church, VA 22041

(703) 681-4263

Task Order Officer:
Lt. Col. Michael Hartzell, DVM MPH

Submitted by:

Mathematica Policy Research, Inc.
600 Maryland Ave., SW, Suite 550
Washington, DC 20024-2512
(202) 484-9220

Project Director:
Eric Schone, Ph.D.



2004 HEALTH CARE SURVEY OF DOD BENEFICIARIES - CHILD

PAGE ISINTENTIONALLY LEFT BLANK TO ALLOW FOR DOUBLE-SIDED COPYING

05/12/04 i



2004 HEALTH CARE SURVEY OF DOD BENEFICIARIES - CHILD

Contents
Chapter Page

EXECULIVE SUMIMAIY ... ittt ettt st b et b e sa et bt sb et eb e se et b e seeneebesneneenens Vii

1 (0o [UTox 1o o ST RS R 1
2 Construction of the SamMpPIiNG FramE........coce e e sne s 3
A. Requesting the DEERS EXITaCt FilE .........ccccveieiieieie s ee e e st snens 3

B. Determining Eligibles for the Sampling Frame...........cccovviiirieeceicce e 4

C. Constructing the Variables Required for SAmpling ...........ccooevoeeievenenie s 4

3 Construction of SAMPIING SIFALA .......cccvieieeiecierese e et a e e e e resresreas 7
A, Stratification VariabIES ..........coeoeeiee et nne 7

1. ENOIMENE SEALUS.....eiviietiieeieie ettt sttt sttt bbb e e besee e ebeneenens 7

A0 oY= g (=T [0 o IS 7

T Yo T €1 (010 o PO RTR 7

O L0 01112 o o S 8

B. Stratification RESUILS.........cccoiiiiiiiereer e bbb s 8

4 ST T 0] 0] LSRN 9
A.  Precision REQUIFEMENTS........ccviieeriere et ste st tee e eaesaeste e sreste s e se e e eeestessestessestesseenseneensensessens 9

B. RESPONSE RALES........ueiiiiiiitieeiie et e bbb e e st e e sae e e st b e e saee e sbe e e sabeenbbeesneeenaee s 9

C. Sample Size COMPULALION ......cceuirieieeiiitee ettt se et st se e ne e 10

1. Stratum-Level SAMPIE SIZES.......ccccvcieeeeiese st 10

2. Sample Sizes to Meet Geographic Area-Level Precision Constraints............ccccccevevuenen. 10

3. FiNAl SAMPIE SIZES ...oecvevieieee ettt sa et e reene e enaennenes 11

5 Selecting the SAMPIE..........oie e s ee e nren 13
A. Systematic Selection ProCEAUIES ..........cccviiiieeiece e s e e es 13

B. Sampling WEIGNL........cuoie ettt sr e ne e e e e nre e 14

C. Checks for the Selected SAMPIE.........cceieieriieceeee e e 14
RETEIENCES ...ttt bttt e e et bbbt e st e e e e e e s e ke sbeebesaeene e e e nnenbenneas 17

05/12/04 ii



2004 HEALTH CARE SURVEY OF DOD BENEFICIARIES - CHILD

PAGE ISINTENTIONALLY LEFT BLANK TO ALLOW FOR DOUBLE-SIDED COPYING

05/12/04 iv



2004 HEALTH CARE SURVEY OF DOD BENEFICIARIES - CHILD

Appendices
Appendix Page
A DEERS Variables Requested DY MPR ..ot A-1
B Tables for SAMPlNG CRECK ..o e e e B-1
C Variables DeliVered t0 NRC .........coi ettt st eae e e e e e neas C-1
D Y NS 0 oo [ USSR D-1
E Technical Background in Determining the Sample SIZES.......cccccvveeiereverie s E-1
05/12/04 %



2004 HEALTH CARE SURVEY OF DOD BENEFICIARIES — CHILD

PAGE ISINTENTIONALLY LEFT BLANK TO ALLOW FOR DOUBLE-SIDED COPYING

05/12/04 Vi



2004 HEALTH CARE SURVEY OF DOD BENEFICIARIES — CHILD

Executive Summary

The Health Care Survey of DoD Beneficiaries (HCSDB) is comprised of two surveys. One is an
adult survey of active-duty military personnel, retirees and their family members eligible for care
under the military health system (MHS), and the other is a survey of beneficiaries younger than 18.
Both surveys measure health care status as well as access to care, use of, and satisfaction with
care in the MHS. The child survey has been conducted every year since 1996, with the exception
of 1998.

Data collection for the 2004 Child HCSDB will occur during the third quarter of 2004. This report
documents the procedures used to design and select the sample of child beneficiaries for the 2004
Child HCSDB.

The 2004 Child HCSDB has a stratified sample design and involves the selection of 35,000 child
beneficiaries. The sample selection process included six steps: (1) constructing the sampling
frame for use in sample selection, (2) determining sampling strata based on analytic purposes, (3)
assigning the sample sizes to strata to satisfy the precision goals established for the study using an
optimal allocation algorithm, (4) selecting the samples for the survey using a systematic sample
selection algorithm, (5) creating sampling weights that reflect the probability of selection, and (6)
checking results to ensure that sampling and weighting were implemented as specified.

The major features of the sample design for the 2004 Child HCSDB are:

» The sampling frame consists of the approximately 1.9 million beneficiaries younger than 18
years old who are eligible for military health care benefits as of March 31, 2004. The sampling
frame is limited to beneficiaries who live in the United States.

=  Sampling strata are based on the cross of two types of TRICARE Prime enrollment statuses
by three geographic areas and by three age groups. Types of TRICARE Prime enrollment
status include enrolled in TRICARE Prime and not enrolled in TRICARE Prime. The
geographic areas are New Region with regions 1, 2, and 5, Mature Region with regions 6, 9,
10, 11, 12, and 16, and Other Region with regions 3, 4, 7, and 8. The three age groups are
less than 6 years, 6 through 12 years, and 13 through 17 years.

» The goals for the precision of survey estimates are half-lengths of 95 percent confidence
intervals for a percentage of size 50. For all sampling strata, the goal is half-lengths of 5
percentage points. For estimates for the three regions described above, the goal is half-
lengths of 2 percentage points. In addition, for the precision estimates for the MHS as a whole,
the precision goal is half-lengths of 1 percentage point.

=  The response rate for the 2004 survey is expected to be approximately 32 percent.

= The precision requirements and expected response rates resulted in a sample of 30,780
beneficiaries for the 2004 Child HCSDB. However, we have the resources to allow us to
sample 35,000. We used an optimal allocation algorithm to allocate the 4,220 additional child
beneficiaries.

= A systematic sample selection algorithm was used both to ensure proportional representation
of the various substrata in the sample and to ensure that we did not select multiple children
from the same family.
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Introduction

Congress mandated that the Department of Defense conduct an annual survey of its active-duty
personnel, retirees, and eligible family members to measure accessibility, usage, and satisfaction
in a range of health care services. The first of these surveys, referred to as the 1995 Health Care
Survey of DoD Beneficiaries (HCSDB), was completed in the spring of 1995. The 1995 HCSDB
surveyed the health care experiences of adult beneficiaries (that is, beneficiaries 18 or older). In
1996, the HCSDB expanded to include topics related to health care for children. The 1996 survey
consisted of two separate questionnaires: Form A for adults and Form C for children’s topics. The
child survey was repeated in 1997, 1999, 2000, 2001, 2002, and 2003. This report summarizes
and documents the procedures used to select the child samples for the 2004 Child HCSDB.

Chapter Il of this report describes the construction of files required to select the samples of child
beneficiaries for the 2004 Child HCSDB. Next, Chapter Ill discusses the stratification scheme
used to draw the samples. This is followed in Chapter IV by a discussion of the derivation of
sample sizes required to meet specified precision requirements. Finally, Chapter V describes the
procedures used to draw the samples and summarizes the results of the sampling process.

The appendices include tables and SAS programs. Appendix A lists Defense Eligibility Enrollment
Reporting System (DEERS) variables provided by Defense Manpower Data Center (DMDC).
Appendix B includes population counts and sample counts (weighted and unweighted) tabulated
for all sampling strata as part of the sample verification process. Appendix C includes all variables
delivered to the data collector, National Research Corporation (NRC) after the sample was
selected, and Appendix D contains all SAS programs used for the 2004 sample design and sample
selection. All technical arguments and related formula used in determining the sample sizes are
presented in Appendix E.
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Construction of the Sampling Frame

The first step to select a sample that represents the target population is to create a sampling frame
that lists all eligible members of the target population. The sampling frame for the 2004 Child
HCSDB was based on a DEERS extract file and constructed as follows:

= A DEERS extract file was requested for sampling purposes.

» The sampling frame was constructed from the DEERS extract file for the reference date of
March 31, 2004.

= The variables required for sampling were constructed.

= Population counts were calculated for potential stratification cells defined by the cross-
classification of geographic area, beneficiary type, and enrollment status.

This chapter describes these operations.

A. REQUESTING THE DEERS EXTRACT FILE

The first step in building the frame was to prepare specifications that Tricare Management Activity
(TMA) could use to create the DEERS population extract. The extract file contained data for more
than 9 million DoD health care beneficiaries (adults and children) as of March 31, 2004, and
included information needed for sample selection as well as address/locator information for mailing
the survey questionnaires. The child frame was limited to the 1,860,452 beneficiaries with at least
one dependent under the age of 18 living in the US. The variables in the extract file are listed in
Appendix A.

Because we planned to use in-house SAS programs for sampling, we converted the extract file to
a SAS data set. Beneficiaries in the DEERS extract file can be uniquely identified by a constructed
variable, SSNSMPL, which contains confidential data.* We created a nonconfidential identification
variable (MPRID) by randomly and uniquely assigning values from 1 to 1,860,452 to each child
beneficiary in the extract file. The SAS-converted extract data file incorporates MPRID as the
identification variable and excludes SSNSMPL. For historical purposes, we retained a crosswalk
file that includes SSNSMPL and MPRID. The crosswalk file allows us to link frame records to the
DEERS database if needed. Appendix D includes the SAS programs we used to create the
crosswalk file and to transform the data set to a SAS data set.

To safeguard the security of the DEERS extract file, we used the procedures outlined in the
following sources: The Guide to Understanding Configuration Management in Trusted Systems
(Orange Book); DoD 5200.28; Appendix lll to OMB Circular No. A-130-Security of Federal
Automated Information Resources; the Computer Security Act of 1987; and the Privacy Act of
1974. We also maintained a secure data storage facility and a C2-compliant local area network,

! SSNSMPL is formed by three DEERS variables: the nine-digit Social Security number (SSN), the one-
digit family sequence number (FSN), and the two-digit DEERS dependent suffix (DDS).
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and we set up a chain of custody procedures. The original extract was returned to TMA four
weeks after we received the data.

B. DETERMINING ELIGIBLES FOR THE SAMPLING FRAME

The sampling frame for the 2004 Child HCSDB included beneficiaries listed in DEERS if they were:

= Younger than 18 on March 31, 2004 and resided only in the United States
= Eligible for military health care benefits as of March 31, 2004

Using the DEERS variables DHSRGN and DAGEQY, we determined that about 1.9 million
children were eligible for health care benefits at the time of sample selection.

The child sample was selected from this sampling frame after the constructed variables needed for
sampling were added.

C. CONSTRUCTING THE VARIABLES REQUIRED FOR SAMPLING

Because the 2004 Child HCSDB uses a stratified sample design, variables for stratification had to
be included in the sampling frame. Beneficiaries for the child survey were stratified by a
combination of enrollment status, geographic area, and age group. (The stratification process is
described in Chapter Ill.) For sampling purposes, some variables had to be created using the
information from the DEERS extract files. These variables, along with the input DEERS variables
used to construct them, appear below.

= MPRID (nonconfidential identification number). This variable corresponds uniquely to
SSNSMPL so that units in the frame can be linked back to information from the extract file.

= BGCSMPL (beneficiary group). This variable carries an extension of 1, 2,or 3 that denotes
the following beneficiary groups: 1 = active duty, ® 2 = active-duty family members, and 3 =
retirees and family members. DEERS variables = PATCAT.

= ENLSMPL (enrollment status of a beneficiary, stratification variable). This variable
carries an extension of 1 or 2 that denotes the following groups: 1 = enrollee, 2 = nonenrollee.
DEERS variables = PCM.

= REGSMPL (geographic region). This variable carries an extension of 1 through 12 and 16
that denotes the following groups: 1 = Northeast, 2 = Mid-Atlantic, 3 = Southeast, 4 = Gulf
South, 5 = Heartland, 6 = Southwest, 7 = Central, 8 = Central 9 = Southern California, 10 =
Golden Gate, 11 = Northwest, 12 = Hawaii, and 16 = Alaska. DEERS variables = DHSRGN.

= SUPREG (geographic area-stratification variable). This variable was constructed from
REGSMPL and carries an extension of 1, 2, or 3 that denotes the following: 1 = New Region
(regions 1, 2, 5), 2 = Mature Region (regions 6, 9, 10, 11, 12, 16), 3 = Other Region (region 3,
4,7,8).

= SVCSMPL (branch of service). This variable carries an extension of 1, 2, 3, 4, 5, or 6 that
denotes the following: 1 = Army, 2 = Navy, 3 = Air Force, 4 = Marine Corps, 5 = Coast Guard,
6 = Other. * DEERS variable: SVCCD.

*The SAS program used to build the sampling frame of eligible child beneficiaries is given in Appendix D.

*The active duty category also includes academy students, reservists, and people recently separated from
military service who are covered for the mandated transition period after separation.
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SEXSMPL (sex of the beneficiary). This variable carries an extension of 1 or 2 that denotes
the following: 1 = male or missing or unknown, ° 2 = female. DEERS variable: PNSEXCD.

AGESMPL (age group-stratification variable). This variable carries an extension of 1, 2, or
3 that denotes the following: 1 = younger than 6, ° 2 = 6-12 years old, 3 = 13-17 years old.
DEERS variable: DAGEQY.

FAMCODE (family group indicator). This variable was constructed from the sponsor Social
Security number (SSNSMPL). Each child with the same sponsor Social Security number is
grouped into the same family group indicator. The value of this variable is unique for an
individual sponsor and was constructed so that it does not reveal confidential information about
that sponsor.

“If the Branch of service was unknown or otherwise could not be determined from the information in the
DEERS file, we assigned a SVCSMPL code of 6.

® For sampling purposes, the “unknowns” were grouped with males.

® For sampling purposes, the “unknowns” were grouped with younger than 6.
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Construction of Sampling Strata

The 2004 Child HCSDB sample was independently selected within strata defined by geographic
area, age group, and enroliment status. In this chapter, we describe the construction of sampling
strata for the 2004 Child HCSDB.

A. STRATIFICATION VARIABLES

The 2004 Child HCSDB was stratified using a scheme similar to the 2003 Child HCSDB. The
stratification variables are: (1) TRICARE Prime enrollment status, (2) super region based on
geographic regions, and (3) age group.

1. Enroliment Status

We determined enrollment status by first dividing the target population into two groups: (1) enrolled
in TRICARE Prime and (3) not enrolled in TRICARE Prime.

Enrollment status was determined using the DEERS variables for the PCM code (PCMCODE).
By the definition of PCMCODE values, all beneficiaries with PCMCODE = MTF (military treatment
facility) or CIV (civilian) were assigned to the enrolled group. All others were assigned to the non-
enrollment group.

2. Super Region

The definition of geographic area depends on a beneficiary's regional assignment (REGSMPL).
The REGSMPL variable was constructed with a DEERS variable, the derived location military
health service region code (DHSRGN). Related SAS codes are found in Framec.sas program of
Appendix D.  Super region variable (SUPREG) was then constructed by grouping values of
REGSMPL:

* New Region (SUPREG = 1) consists of REGSMPL values of 1 = Northeast, 2 = Mid-Atlantic,
and 5 = Heartland

»  Mature Region (SUPREG = 2) consists of REGSMPL values of 6 = Southwest, 9 = Southern
California, 10 = Golden Gate, 11 = Northwest, 12 = Hawaii, and 16 = Alaska

= Other Region (SUPREG = 3) consists of REGSMPL values of 3 = Southeast, 4 = Gulf South,
7 = Central, and 8 = Central

3. Age Group

Beneficiaries were assigned to one of three age groups: (1) younger than 6 years old, (2) 6 through
12 years old, and (3) 13 through 17 years old.

05/12/04 7
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4. Family Group

To permit sampling procedures that eliminate multiple selections within the same household, all
children with the same family code were grouped into one stratum. The assignment used a
procedure that randomly selects one child to determine stratum membership of the household.
Each child within a family group was assigned a random number. The random numbers were then
sorted within the families. All children were assigned to the stratum associated with the
characteristics of the child with the smallest random number.

B. STRATIFICATION RESULTS

There are 18 sampling strata, which can be uniquely specified using the following variables:
SUPREG (geographic site), ENLSMPL (enrollment status), and AGESMPL (age group).

The final step before selecting the sample was to generate stratum-level population counts to
allocate the sample to meet predetermined precision rules for various domains. Chapter 4
discusses sample size allocation.
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Chapter

4

Sample Sizes

The sample size appropriate to meet precision goals for each stratum and available resources
determined the total sample size for the 2004 Child HCSDB. Because the strata are also important
analytic domains, this strategy ensures that samples drawn from each stratum will be large enough
to meet our precision requirements. In addition, stratification with approximately optimum
allocation to strata can be effective in reducing the sampling errors. In this chapter, we present the
procedures used for sample size allocation to meet precision requirements for the 2004 Child
HCSDB. We discuss the requirements themselves, response rates, and how the sample sizes
were finally determined.

A. PRECISION REQUIREMENTS

Precision requirements and expected response rates were the basis for determining stratum-level
sample sizes. These requirements were defined to ensure adequate precision for constructing 95
percent confidence intervals. We are interested in estimating the proportion of beneficiaries with a
certain attribute for a particular domain of interest. When the sample size is large enough, we can
assume that estimated proportions will follow approximate normal distributions according to the
Central Limit Theorem (Skinner et al. 1989). The resulting 100(1-a) confidence interval for a
proportion of interest P is based on the standard formula:

(4.1) PE Ziap+/V (P)= ptHL

where p is an estimate of P, 7., is the 100(1—0(/2)th percentile point from the standard normal
distribution with a mean of zero and standard deviation one, and HL is the half-length of the two-
sided 95 percent confidence interval, or HL = 2_9751/0( ) .

For the 2004 Child HCSDB, precision requirements specified that the HL of the 95 percent
confidence interval in (4.1) for a given estimate should be less than or equal to a specified value.
Because the maximum HL value occurs for P = 0.5, the precision requirements for the HLs were
set for P values of 0.5; this guaranteed that HLs for all estimates would be less than specified
values. The precision requirements for estimated proportions derived from the 2004 Child HCSDB
are as follows:

= For sampling stratum-level estimates, the HLs are less than 0.05 (or 5 percentage points).
= For geographic area-level estimates, the HLs are less than 0.02 (or 2 percentage points).

= For estimates for the entire population, the HLs are 0.01 (or 1 percentage point) or less.

B. RESPONSE RATES

After calculating the desired number of eligible respondents needed to achieve the precision
requirements specified above, we inflated the resulting sample sizes to account for survey

05/12/04
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nonresponse. The expected 2004 Child HCSDB response rate was assumed to be 32 percent
across all strata.

C. SAMPLE SIZE COMPUTATION

In this section, we describe the key algorithms used in determining sample sizes and summarize
how each precision requirement affected the total sample size. The technical presentation in
Appendix E is the basis for the sample sizes we developed to meet the precision requirements for
the 2004 Child HCSDB. Appendix D includes the in-house SAS programs we used in determining
sample sizes.

1. Stratum-Level Sample Sizes

The first step in determining the final sample size was to calculate initial sample sizes, say nﬂ , for

all strata using formula (E.4) in Appendix E to achieve the required half-length confidence interval
of 0.05 or less for stratum-level proportion estimates. So, we substituted the value of 0.05, the half-
length of the two-sided 95 percent confidence interval, for B in (E.4). In summary, the following
specifications must be put into (E.4) to determine initial stratum sample sizes:

= B =0.05 for all strata

"  Stratum-level population counts for N

2. Sample Sizes to Meet Geographic Area-Level Precision Constraints

The next step was to adjust the initial sample sizes, nﬂ ,to meet the precision goal for the

geographic areas. First, we calculated formula (E.7) in Appendix E. We needed values for
stratum-level population size (POPSIZE) N,, and domain-specific population size (DSUM1) N,.
The summation in the formula occurs over all strata within the domain d geographic areas. Input
values for (E.7) were:

* N, :POPSIZE

= Ng= % Nn: DSUM1

nn: Ne obtained from (E.4)

" B:0.02

We then compared the calculated variances using (E.7) with the predetermined values
Vo= B3/ 3.8416 for all geographic areas. If calculated values for all domains were less than

or equal to the predetermined values, then the final stratum-level sample sizes, nE , were the same

as the initial sample sizes, nﬂ, for all strata within those geographic areas. Specifically, if all
geographic area-level variances using formula (E.7) were less than or equal to V 4q, then we

skipped all steps in this section and considered the precision requirement for enrollment status
group-level estimates, as discussed in the next section. However, the initial sample allocation did
not meet the geographic area-level precision requirements for all areas. To satisfy these
requirements, we increased the strata sample sizes using the optimization algorithm described in
Appendix E.

05/12/04
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The optimal geographic area-level sample sizes were calculated using formula (E.9) in Appendix E
for all geographic areas. Here, Ny, N;, and\/ 4o are the same as defined above, and the

summation in the formula occurs over all strata within domain d. The output is denoted by ng .
With the optimal geographic area-level sample sizes, ny, stratum-level sample sizes were also
optimally allocated for all strata by using (E.10). Input values for (E.11) in Appendix E are the same
as defined for (E.9) above. The resulting sample sizes at this step are denoted as nﬁpt .

We then compared optimal stratum-level sample sizes, nﬁpt , With initial sample sizes, nﬂ, from

(E4). If N2 =n° (or no™ < i) for all strata, then we took n™ (or nD) as tentative sample sizes

for all strata and went to the next step to consider the precision requirement for the total sample

estimates. However, in some strata, nﬁpt < nﬂ or otherwise. Instead of unnecessarily inflating the

total sample by taking the larger values from these two sample sizes, we repeated the optimal
allocation algorithms to minimize the total sample size while meeting the stratum- and geographic
area-level precision requirements.

3. Final Sample Sizes

Because resources allow us to field a larger sample than is required under the precision
requirements, we used an optimal allocation algorithm for the surplus. Because of the surplus
sample we can be assured that the subsequent quantity satisfies the precision rule B = 0.01 for the
entire population.

After finalizing strata sample sizes for eligible respondents, we incorporated the expected response
rates to obtain the final sample sizes. The final sample sizes were then calculated as:

F_nh
Nh= 5
R

for each stratum h where R = 0.32. The total number of beneficiaries to be selected for the 2004
Child HCSDB was determined to be 35,000.

05/12/04
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Chapter

Selecting the Sample

The 2004 Child HCSDB sample was selected with a stratified, systematic sample design. The
sampling was independently performed within the strata (see Chapter 3) based on the sample size
allocation (see Chapter 4). Within each stratum, beneficiaries were sorted using hierarchical
serpentine sorting7 by the following analytic variables: family group (FAMCODE), region
(REGSMPL), age (AGE_N), and sex (SEXSMPL). After beneficiaries were sorted, we sampled
them using a systematic sample selection procedure. This procedure ensures that the various
substrata, defined by the sorting variable, contain sample sizes proportional to their population
sizes. Systematic sampling provides greater control over the distribution of the sample and, with
appropriate choices for the sorting variables, can produce a stratified systematic sample that
improves on the precision of a stratified simple random sample.

Beneficiaries were sampled at varying rates depending on the sampling stratum. The algorithm
used to draw the sample automatically selected beneficiaries to yield the predetermined stratum
sample size. In the discussion that follows, we describe systematic selection procedure, the
development of the sampling weight, and how we checked sample size and weights to evaluate
the selection procedure. Appendix D contains the SAS program for the 2004 Child HCSDB
sample selection.

A. SYSTEMATIC SELECTION PROCEDURES

Details of the systematic selection procedure we used can be found in Cochran’'s Sampling
Techniques (1977). We used the corresponding SAS procedure SURVEYSELECT, which has an
option for systematic selection (SAS Institute Inc. 1999). Our sample selection process was based
on a stratified sample design and predetermined stratum sample sizes. The population was
stratified by the 18 strata resulting from the cross of the three stratifying variables (enroliment
status, super region, and age group). Independent samples were drawn from each stratum
separately.

Using the stratum sample size n,, for each stratum h (h = 1, ..., 18), we used a systematic sample
selection procedure with hierarchical serpentine sorting instead of simple random sampling to
avoid the possibility of extreme concentrations of the selected sample in a few analytic domains. In
selecting the sample size n, from the N, total beneficiaries in the h" stratum, we sorted all
beneficiaries by family group (FAMCODE), region (REGSMPL), age (AGE_N), and sex
(SEXSMPL). We then selected a beneficiary with an equal probability of being selected within
each stratum to define a random starting point for sample selection. Beginning with the randomly
selected beneficiary and treating the stratum list as circular, we used a systematic procedure and
selected every K" beneficiary to yield the desired stratum n, sample, where k=N/n. We

" Hierarchical serpentine sorting is a technique in which the sort order is reversed as each boundary is
crossed for higher-level sort variables, to preserve the similarity of adjacent children in the sorted list. This
procedure ensures that the substrata, defined by the sorting variables, contain sample sizes proportional to their
number in the population.
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incorporated the SAS algorithms and wrote a custom program for the sample selection
(Appendix D).

To limit the burden for any one family, we designed our sample to select only one child per
household. While there are 1,860,452 child beneficiaries in the sample frame, there are only
1,028,185 families. Therefore, child beneficiaries were grouped into households according to their
adult health benefits sponsor (FAMCODE). The selection interval used in systematic sampling is,
in this case, larger than the number of children in any family. Therefore, within the same stratum
no more than one child will be selected from each family. After sample selection, we checked
whether multiple children from the same family were selected and found none.

B. SAMPLING WEIGHT

The last step in sample selection was to compute the base sampling weight (BWT) for each record
and add this variable to the sampling file that was delivered to the data collection contractor,
National Research Corporation (NRC). We constructed the sampling weight on the basis of the
sample design and selected the sample with differential probabilities of selection across strata.
The sampling weights, which reflect these unequal sampling rates across strata, were defined as
the inverse of the beneficiary’'s selection probability, or BWT}; = Np/np,, where BWT,; is the sampling
weight for the i sampled beneficiary from the h" stratum, Np is the total number of beneficiaries in
the h™ stratum, and ny, is the number of sampled beneficiaries from stratum h. The sum of the
sampling weights over selections from the h" stratum equals the total population size of the h"
stratum or N,

C. CHECKS FOR THE SELECTED SAMPLE

After drawing the sample and creating the sampling weight, we evaluated the selection procedure
by checking sample sizes and weighted sums for all strata. Appendix B contains the following
frequency tables with unweighted and weighted counts:

=  The number of sampled records for the stratification variable for geographic area (SUPREG)
by stratification variable for enrolliment group (ENLSMPL) by stratification variable for age
group (AGESMPL)

=  The number of sampled records for region (REGSMPL) by enrollment group (ENLSMPL) by
age group (AGESMPL)

= The number of sampled records for region (REGSMPL) by sex (SEXSMPL)

= The weighted count of sampled records for the stratification variable for geographic area
(SUPREG) by stratification variable for enrollment group (ENLSMPL) by stratification variable
for age group (AGESMPL), where the weight is equal to BWT

= The weighted count of sampled records for region (REGSMPL) by enrollment group
(ENLSMPL) by age group (AGESMPL), where the weight is equal to BWT

=  The weighted count of sampled records for region (REGSMPL) by sex (SEXSMPL), where the
weight is equal to BWT

= The population counts for the stratification variable for geographic area (SUPREG) by
stratification variable for enrollment group (ENLSMPL) by stratification variable for age group
(AGESMPL)

=  The population counts for region (REGSMPL) by enroliment group (ENLSMPL) by age group
(AGESMPL)

"  The population counts for region (REGSMPL) by sex (SEXSMPL)

05/12/04
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The sample counts after selection must be the same as the predetermined sample sizes for each
stratum (SUPREG by ENLSMPL by AGESMPL). Also, the weighted sample counts must be the
same as the population counts for each sampling stratum (SUPREG by ENLSMPL by AGESMPL).
For analytic domains such as REGSMPL by ENLSMPL by AGESMPL and REGSMPL by
SEXSMPL, sample count distributions were checked against the corresponding population
distributions to ensure that no operational errors occurred and that the sample appeared to be
reasonably balanced. Because the sampling rates used in the selection process varied, the
weighted distributions for the analytic domains do not exactly match the population distributions.

After completing the sample checks, we attached the data elements that are used in the survey
mailing and operations to each record in the sample extract file. We received addresses, as of
March 31, 2004, for all beneficiaries in the DEERS extract file on April 12th, 2004.
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Table A.1. List of Variables

Variable Name

Variable Description

ACV

Alternative care value

DAGEQY Person age years quantity (as of 31 march 2004)
DBENCAT Derived beneficiary category
DCATCH Derived location catchment area DMIS code
DHSRGN Derived location military health service region code
DMEDELG Derived medical privilege code
DPRISM Derived location prism service area code
DSPONSVC Derived sponsor branch of service
ENRID TRICARE prime and USFHP enrollment DMIS code
HADDFLG Person’s residential address flag
LEGDDSCD DEERS dependent suffix code
MACITYNM Person’s residential address, city
MACTRYCD Person’s residential address, country
MALN1TX Person’s residential address, line 1
MALN2TX Person’s residential address, line 2
MAPRZIP Person’s residential address, zip code
MAPRZIPX Person’s residential address, zip code extension
MASTCD Person’s residential address, state
MBRRELCD Member relationship code
MDCABRSN Medicare A begin reason code
MDCAEFDT Medicare A effective date
MDCEXDT Medicare A expiration date
Medicare eligibility coded as one of these four values: (1) A - eligible for
MEDTYPE Medicare A only; (2) B - eligible for Medicare B only; (3) C - eligible for Medicare
A and B; (4) N - no Medicare eligibility.
MRTLSTAT Sponsor's marital status code
PATCAT Aggregated beneficiary category
PAYPLNCD Pay plan code
PCM Primary care manager code
PGCD Pay grade code
PN1STNM Person first name
PNARSNCD Person association reason code
PNBRTHDT Person birth date
PNCDNCY Person cadency code
PNID Person identifier, which usually contains person's SSN
PNLCATCD Personnel category code
PNLSTNM Person last name
PNMIDNM Person middle name
PNSEXCD Person gender




PNTYPCD Person type code

PTNT_ID Unique patient id

RACEETHN Race ethnic code

RANKCD Sponsor’s Rank code

SADDFLG Sponsor address flag

SPCITYNM Sponsor address, city

SPCTRYCD Sponsor address, country

SPDUPID Sponsor duplicate identifier t'hat represents \{vhether this is first, second, third
(and so on) occurrence of this sponsor identifier in DEERS

SPLN1TX Sponsor address, line 1

SPLN2TX Sponsor address, line 2

SPONSSN Sponsor identifier, which usually contains the sponsor's SSN

SPPRZIP Sponsor address, zip code

SPPRZIPX Sponsor address, zip code extension

SPSTCD Sponsor address, state

SPTNUMCD Sponsor telephone number

SVCCD Service branch classification code

TNEXREG rBeZ?ng(;?(xzi:énex region code that represents the next generation of contracts

TNUMCD Person telephone number

UADDFLG Unit address flag

UICADD1 Unit address, line 1

UICADD2 Unit address, line 2

UICCITY Unit address, city

UICST Unit address, state

uiCzIP Unit address, zip code

ULOCDMIS Unit location DMIS code

ULOCGRN Unit location military health service region code

A4
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Table B.1 Unweighted Counts From Sample
Supreg By Enlsmpl By Agesmpl

Enrolled Not Enrolled
Super Region
0<=Age<=56<=Age<=12 13<=Age<=17|0<=Age<=5 6<=Age<=12 13<=Age<=17| Total
1 1,946 2,260 1,797 1,697 2,051 1,964/11,715
2 2,160 2,116 1,789 1,695 1,877 1,907|11,544
3 1,993 2,246 1,873 1,708 1,945 1,976|11,741
Total 6,099 6,622 5,459 5,100 5,873 5,847|35,000

Table B.2 Weighted Counts From Sample

Supreg By Enlsmpl By Agesmpl8

Enrolled Not Enrolled
Super Region|0<=Age<=5 6<=Age<=12 13<=Age<=17|0<=Age<=5 6<=Age<=12 13<=Age<=17| Total
1 142,262 167,425 107,699 55,535 93,998 96,175 663,093
2 163,297 156,120 103,178 31,377 49,474 56,398| 559,844
3 143,545 168,298 121,877 44,400 73,498 85,897| 637,515
Total 449,104 491,843 332,754 131,311 216,969 238,470|1,860,452
Table B.3 Population Counts From Frame
Supreg By Enlsmpl By Agesmpl
Enrolled Not Enrolled
Super Region|0<=Age<=5 6<=Age<=12 13<=Age<=17|0<=Age<=5 6<=Age<=12 13<=Age<=17| Total
1 144,439 164,341 109,543 57,172 91,146 96,691| 663,332
2 157,022 161,147 103,350 31,645 50,297 55,487 558,948
3 143,821 169,234 120,914 44,252 74,835 85,116 638,172
Total 445,282 494,722 333,807 133,069 216,278 237,294|1,860,452

® Although SUPREG, ENLSMPL, and AGESMPLE comprise the sampling stratum variable, the weighted counts in
Table B.2 and the population counts in Table B.3 are not identical since the sampling stratum, sampstr, is assigned the
value of the stratum associated with one randomly selected child in the family. For further details, please see the
discussion in chapter 3, section 4 above.
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Table B.4 Unweighted Counts From Sample

Regsmpl By Enlsmpl By Agesmpl

Enrolled Not Enrolled
Region 0<=Age<=5 6<=Age<=12 13<=Age<=17|0<=Age<=5 6<=Age<=12 13<=Age<=17| Total
Northeast 641 855 702 699 839 799| 4,535
Mid-Atlantic 862 888 654 466 545 549| 3,964
Southeast 739 867 709 576 688 739| 4,318
Gulfsouth 385 467 411 427 457 439| 2,586
Heartland 443 517 441 532 667 616| 3,216
Southwest 854 878 801 789 843 804| 4,969
Central 869 912 753 705 800 798| 4,837
Southern California 531 531 409 381 410 407| 2,669
Golden Gate 146 156 137 135 174 213| 961
Northwest 313 312 272 265 324 369| 1,855
Hawaii 216 159 88 83 83 60| 689
Alaska 100 80 82 42 43 54| 401
Total 6,099 6,622 5,459 5,100 5,873 5,847|35,000
Table B.5 Weighted Counts From Sample
Regsmpl By Enlsmpl By Agesmpl
Enrolled Not Enrolled

Region 0O<=Age<=5 6<=Age<=12 13<=Age<=17|0<=Age<=5 6<=Age<=12 13<=Age<=17| Total
Northeast 47,271 62,951 41,806 23,004 38,295 39,133| 252,460
Mid-Atlantic 62,583 65,789 39,242 15,432 25,191 26,904 235,140
Southeast 52,885 65,089 46,193 15,297 26,206 32,440, 238,109
Gulfsouth 27,421 35,036 26,885 10,907 17,059 18,967| 136,275
Heartland 32,408 38,685 26,651 17,099 30,512 30,137| 175,493
Southwest 64,516 64,501 45,877 14,490 22,217 23,788| 235,389
Central 63,239 68,173 48,800 18,196 30,233 34,490 263,132
Southern California 40,147 39,732 23,554 6,994 11,056 12,314 133,799
Golden Gate 10,892 11,262 8,015 2,550 4,465 6,325 43,509
Northwest 23,981 22,819 15,973 4,960 8,437 10,689 86,859
Hawaii 16,039 11,870 5,130 1,546 2,209 1,724 38,518
Alaska 7,722 5,936 4,629 835 1,090 1557 21,770
Total 449,104 491,843 332,754 131,311 216,969 238,470|1,860,452
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Table B.6 Population Counts From Frame
Regsmpl By Enlsmpl By Agesmpl

Enrolled Not Enrolled
Region 0<=Age<=5 6<=Age<=12 13<=Age<=17|0<=Age<=5 6<=Age<=12 13<=Age<=17| Total
Northeast 48,659 60,511 42,692 23,269 37,287 39,042| 251,460
Mid-Atlantic 63,566 65,175 40,645 15,670 24,566 26,803| 236,425
Southeast 52,934 64,552 46,875 14,770 26,387 31,205 236,723
Gulfsouth 27,356 34,671 25,449 10,556 17,678 19,509 135,219
Heartland 32,214 38,655 26,206 18,233 29,293 30,846| 175,447
Southwest 59,146 65,005 44,061 14,603 22,560 23,684 229,059
Central 63,531 70,011 48,590 18,926 30,770 34,402 266,230
Southern California 42,095 38,758 22,914 7,022 11,144 12,471| 134,404
Golden Gate 11,633 11,851 8,225 2,677 4,937 6,173| 45,496
Northwest 22,336 24,450 17,197 4,804 8,261 9,673| 86,721
Hawaii 14,318 13,310 6,405 1,624 2,133 2,144| 39,934
Alaska 7,494 7,773 4,548 915 1,262 1,342 23,334
Total 445,282 494,722 333,807 133,069 216,278 237,294|1,860,452
Table B.7 Unweighted Counts From Sample
Regsmple By Sexsmpl

Region Male Female Total

Northeast 2,275 2,260 4,535

Mid-Atlantic 1,983 1,981 3,964

Southeast 2,220 2,098 4,318

Gulfsouth 1,316 1,270 2,586

Heartland 1,661 1,555 3,216

Southwest 2,549 2,420 4,969

Central 2,465 2,372 4,837

Southern California 1,361 1,308 2,669

Golden Gate 483 478 961

Northwest 958 897 1,855

Hawaii 363 326 689

Alaska 212 189 401

Total 17,846 17,154 35,000
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Table B.8 Weighted Counts From Sample

Regsmple By Sexsmpl

Region Male Female Total

Northeast 127,261 125,198 252,460
Mid-Atlantic 116,755 118,385 235,140
Southeast 123,308 114,801 238,109
Gulfsouth 69,449 66,826 136,275
Heartland 90,562 84,931 175,493
Southwest 119,351 116,038 235,389
Central 134,326 128,806 263,132
Southern California 68,410 65,389 133,799
Golden Gate 21,342 22,168 43,509
Northwest 45,303 41,556 86,859
Hawaii 20,267 18,251 38,518
Alaska 11,576 10,194 21,770
Total 947,910 912,542 1,860,452

Table B.9 Population Counts From Frame
Regsmple By Sexsmpl

Region Male Female Total

Northeast 127,898 123,562 251,460
Mid-Atlantic 120,459 115,966 236,425
Southeast 119,795 116,928 236,723
Gulfsouth 68,790 66,429 135,219
Heartland 89,439 86,008 175,447
Southwest 115,866 113,193 229,059
Central 135,986 130,244 266,230
Southern California 68,881 65,523 134,404
Golden Gate 23,216 22,280 45,496
Northwest 44,589 42,132 86,721
Hawaii 20,246 19,688 39,934
Alaska 12,010 11,324 23,334
Total 947,175 913,277 1,860,452
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C.1 List Of Variables In The Data Set Delivered To NRC (Form C - Samplc02.5d2)

\ariable

Type

Length

Label

Values

Source

ACV

Char

1

Alternate Care Value

A = Active Duty Prime enrollee

D =TRICARE Senior Prime enrollee

E =TRICARE Prime enrollee

U = Enrolled to Uniformed Services Family Health
Plan (formerly USTFs)

Blank = Not enrolled in TRICARE Prime or USFHP

DEERS

AGESMPL

Num

Age Sampling Variable

1=05years or less
2=6to 12 years
3 =13 years or more

MPR

DAGEQY

Char

Beneficiary Age at time of Deers Extract

17 or younger, Blank as missing

DEERS

DBENCAT

Char

Beneficiary Category

ACT = Active Duty

DA = Dependent of Active Duty
GRD = Guard/Reserve

DGR = Dependent of Guard/Reserve
RET = Retiree

DR = Dependent of Retiree

DS = Survivor

OTH = Other

Z =Unknown

DEERS

DCATCH

Char

Catchment Area at Time of Extract

DEERS

DHSRGN

Char

Health Service Region

01 - Northeast

02 - Mid-Atlantic

03 - Southeast

04 - Gulf South

05 - Heartland

06 - Southwest

07 - Central

08 - Central

09 - Southern California
10 - Golden Gate

11 - Northwest

12 - Hawaii

AK - Alaska

13 - Europe

14 - Pacific

15 - Latin America/Canada
XX/ZZ - Unknown

DEERS

DMEDELG

Char

Medical Privilege Code

1 - Direct Care Only

2 - Direct Care and CHAMPUS

4 - Transitional Direct Care Only

5 - Transitional Direct Care and CHAMPUS
6 - Transitional Direct Care and Medicare

7 - Direct Care and Medicare

DPRISM

Char

PRISM (20 mile) clinic service area

DEERS

DSPONSVC

Char

Derived Sponsor Branch of Service

A = Army

C =Coast Guard
F = Air Force

M = Marine Corps
N =Navy

\V = Navy Afloat

X = Other

Z = Unknown

DEERS

10

El

Char

Eligibility Indicator - Period 1

Y = Yes, DEERS Eligible Period 1
N = No, Not DEERS Eligible Period 1

MPR

11

E2

Char

Eligibility Indicator - Period 2

Y = Yes, DEERS Eligible Period 2

N = No, Not DEERS Eligible Period 2

MPR
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C.1 List Of Variables In The Data Set Delivered To NRC (Form C - Samplc02.5d2)

# |Variable Type [Length |Label Values Source
12 |E3 Char |1 Eligibility Indicator - Period 3 Y = Yes, DEERS Eligible Period 3 MPR

N = No, Not DEERS Eligible Period 3
13 |[E4 Char |1 Eligibility Indicator - Period 4 Y = Yes, DEERS Eligible Period 4 MPR

N = No, Not DEERS Eligible Period 4
14 |[ENBGSMPL |Char (2 Enrollment by beneficiary category 01 ="Active duty" MPR

02 ="Active duty fam,Prime,civ PCM"

03 ="Active duty fam,Prime,mil PCM"

04 ="Active duty fam,non-enrollee"

05 = "Retired,<65,civ PCM"

06 = "Retired,<65,mil PCM"

07 = "Retired,<65,non-enrollee"
15 [ENLSMPL  |Num |1 Enrollment Group 1 - Enrolled MPR

2 - Not enrolled
16 |ENRID Char 4 Enroliment DMISID DEERS
17 |HADDFLG  |Num |1 Residential Address - FLAG 0 = No address linel DEERS

1 = Address linel present
18 |LEGDDSCD |Char |2 DEERS Dependent Suffix 01-16 = Dependent child DEERS

20 = Sponsor

30-36 = Spouse of sponsor

40-42 = Mother of sponsor

45-48 = Father of sponsor

50-54 = Mother-in-law of sponsor

55-56 = Father-in-law of sponsor

60 = Children where number greater than 19
19 [IMACITYNM [Char (20 Residential Address - City DEERS
20 [MACTRYCD |Char |2 Residential Address, Country DEERS
21 [MALN1TX  |Char |40 Residential Address - Linel DEERS
22 |[MALN2TX  |Char |40 Residential Address - Line2 DEERS
23 |MAPRZIP Char |5 Residential Address - ZIP DEERS
24 IMAPRZIPX |Char |4 Residential Address - ZIPX DEERS
25 |MASTCD Char |2 Residential Address - State DEERS
26 |[MBRRELCD |Char |1 Member Relationship Code A = Self DEERS

B = Spouse

C = Child or stepchild

D =Ward (not court ordered)

E =Ward (court ordered)

F = Dependent parent, stepparent, parent-in-law, or

stepparent-in-law

G = Surviving spouse

H = Former spouse (20/20/20)

| = Former spouse (20/20/15)

J = Former spouse (10/20/10)

K = Former spouse (transitional assistance

(composite))
27 IMEDTYPE |Char |1 Medicare Eligibility A - Medicare A

B - Medicare B

Blank - Neither Apply
28 |MPRID Char |8 Unique MPR Identifier MPR
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C.1 List Of Variables In The Data Set Delivered To NRC (Form C - Samplc02.5d2)

\ariable

Type

Length

Label

Values

Source

29

MRTLSTAT

Char

1

Marital Status

A = Annulled

D = Divorced

| = Interlocutory decree

L = Legally separated

M = Married

N = Never married

S = Single / Not married [nonstandard]
W = Widow or widower

Z = Unknown

DEERS

30

PATCAT

Char

Aggregated Beneficiary Category

ACTDTY = Active Duty and Guard/Reserve (no age
cut).

DEPACT = Dependent of Active Duty &
Guard/Reserve (no age cut).

NADD<65 = Retiree, Dependent of Retiree, Survivor,
& Other under the age of 65.

NADD65+ = Retiree, Dependent of Retiree, Survivor,
& Other 65 years of age and older.

UNKNOWN = Unknown (Derived Beneficiary
Category equal to Z)

DEERS

31

PAYPLNCD

Char |5

Pay Plan Code

DEERS

32

PCM

Char |3

Enrolled to a Military or Civilian PCM

CIV = DMIS values of ‘8000’ to ‘8050’ or ‘6900’ to
‘6916, or ‘7900’ to ‘7916, or ‘0190’ to ‘0199’ (these
last codes are USFHP enrollees).

MIL = All other enroliment DMIS Codes.

Blank = Not enrolled to TRICARE Prime or USFHP

DEERS

33

PGCD

Char

Pay Grade

00 = Unknown

00 — ZZ (not WW) = Used when pay plan is civil
service

01 = Used when pay plan is cadet

01 — 05 = Used when pay plan is warrant officer
01 — 09 = Used when pay plan is enlisted

01 — 11 = Used when pay plan is officer

DEERS

34

PN1STNM

Char

Beneficiary First Name

DEERS

35

PNBRTHDT

Char

Beneficiary Date of Birth

DEERS

36

PNCDNCY

Char

Beneficiary Generation

DEERS

37

PNID

Char

Beneficiary/Dependent SSN

DEERS

38

PNLCATCD

Char

g ©f »| ©

Personnel Category Code (Duty Status)

A = Active duty

B = Presidential Appointee

C = DoD civil service

D = Disabled American veteran

E = DoD contractor

F = Former member

H = Medal of Honor

| = Other Government Agency Employee
J = Academy student

L = Lighthouse service

M = Non-government Agency Personnel
N = National Guard

O = Other Government Agency Contractor
Q = Reserve retiree

R = Retired

T = Foreign military

U = Foreign national employee

\V = Reserve

DEERS

39

PNLSTNM

Char

26

Beneficiary Last Name

DEERS

40

PNMIDNM

Char

20

Beneficiary Middle Name

DEERS
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C.1 List Of Variables In The Data Set Delivered To NRC (Form C - Samplc02.5d2)

# |Variable Type [Length |Label Values Source
41 |PNSEXCD |Char |1 Beneficiary Sex F = Female DEERS

M = Male

Z = Unknown
42 |PNTYPCD |Char |1 Beneficiary Type Code B = Both sponsor and dependent (i.e., the person has |[DEERS

a joint marriage spouse)

D = Dependent

O = Other (e.g., someone who collapses in front of a

military hospital and is treated at the hospital)

S = Sponsor

X = Prior sponsor (e.g., a sponsor who has been

archived)

Y = Prior dependent (e.g., a dependent who has been

archived)
43 |PRN Num |8 Permanent Random Number MPR
44 |PTNT_ID Char |10 Unique Patient ID DEERS
45 |RACEETHN |Char |1 Beneficiary Race/Ethnicity A = American Indian or Alaskan Native DEERS

B = Asian or Pacific islander

C = Black (not Hispanic)

D = White (not Hispanic)

E = Hispanic

X = Other

Z = Unknown
46 |RANKCD Char |6 Rank Code See RANKCD.DOC for list of values DEERS
47 |REGSMPL  |Num |2 Health Service Region Sampling 01 - Northeast MPR

Variable 02 - Mid-Atlantic

03 - Southeast

04 - Gulf South

05 - Heartland

06 - Southwest

07 - Central

08 - Central

09 - Southern California

10 - Golden Gate

11 - Northwest

12 - Hawaii

16 - Alaska

13 — Other
48 |SADDFLG  |Num |1 Sponsor Address - FLAG 0 = No address linel DEERS

1 = Address linel present
49 |SPCITYNM |Char |20 Sponsor Address - City DEERS
50 |[SPCTRYCD |Char |2 Sponsor Address, Country DEERS
51 |SPDUPID Char |1 Family Sequence Number 1 = First occurrence of an SSN DEERS

2 = Second occurrence of an SSN

3 = Third occurrence of an SSN

4 = Fourth occurrence of an SSN
52 |SPLN1TX Char |40 Sponsor Address - Linel DEERS
53 |SPLN2TX Char |40 Sponsor Address - Line2 DEERS
54 |SPONSSN |Char |9 Sponsor Social Security Number DEERS
55 |SPPRZIP Char |5 Sponsor Residential Address - ZIP DEERS
56 |[SPPRZIPX |Char |4 Sponsor Address - ZIPX DEERS
57 |SPSTCD Char |2 Sponsor Residential Address - State DEERS
58 [SPTNUMCD |Char |14 Sponsor Phone Number DEERS
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C.1 List Of Variables In The Data Set Delivered To NRC (Form C - Samplc02.5d2)

# |Variable Type [Length |Label Values Source
59 |[SSNSMPL [Char (12 SPONSSN || SPDUPID || LEGDDSCD MPR
SSN Sampling Variable

60 [STRATUM  |Char |7 Stratum MPR
61 |SUPREG Num |1 Super Region 1 = New regions (1,2,5) MPR

2 = Mature regions (6,9-12,16)

3 = Other regions (3,4,7,8)
62 |[SVCCD Char |1 Branch of Service A = Army DEERS

N = Navy

M = Marine Corps

F = Air Force

C = Coast Guard

D = Office of the Secretary of Defense

H = The Commissioned Corps of the PHS

O = The Commissioned Corps of the NOAA

1 = Foreign Army

2 = Foreign Navy

3 = Foreigh Marine Corps

4 = Foreign Air Force

X = Not applicable
63 [TNEXREG |Char |1 Next Generation of Contracts Region  |N = North (MHS Regions 1,2,5) DEERS

S = South (MHS Regions 3,4,6)

W =West (MHS Regions 7,8,9,10,11,12,AK)

O = Other (MHSRegions13,14,15,16 )
64 [TNUMCD Char |14 Residence Telephone Number DEERS
65 |UADDFLG  [Num |1 Unit Address - FLAG 0 = No address linel DEERS

1 = Address linel present
66 |UICADD1 Char (30 Unit Address - Linel DEERS
67 |UICADD2 Char |30 Unit Address - Line2 DEERS
68 [UICCITY Char |30 Unit Address - City DEERS
69 |UICST Char |2 Unit Address - State DEERS
70 |UICzZIP Char |5 Unit Address - ZIP DEERS
71 |ULOCDMIS |Char |4 Unit Address - DMIS Code DEERS
72 [ULOCGRN |Char |2 Unit Address - Region DEERS
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1. Constructing the Extract and O osswal k Files

IR R R R SRR SRR SRR RS EREEEEREEEREEEEREEEREEEREREEEREEEEREEEREEEEEEEREEEREEEREEEEEEEREEEEEEES

PROGRAM STI . SAS

TASK: DOD Heal th Care Survey, Sanpling (8860-210/220)

PURPCSE: Split STI2004 raw datasets into smaller parts for CDs and
convert entire dataset into SAS/ SD2 fornmat.

WRI TTEN: 10/ 18/ 2000 BY KEI TH RATHBUN

MODI FI ED: 1) 04/22/2002 BY KEI TH RATHBUN, Renpbved TSPSI TE from FREGs.
2) 10/ 10/ 2003 BY DAWN FERRAGAMO, Added TNEXREG to FREQS.

| NPUTS:

1) STI2004.001 - RAW 2004 (B3 DEERS Popul ation Extract File (Tape Part 1)
2) STI12004.002 - RAW 2004 (B DEERS Popul ation Extract File (Tape Part 2)

OQUTPUTS:

1) STI001. SD2 2004 (B3 DEERS Popul ation Extract File (CD Part 1)
2) STI002. sb2 2004 B DEERS Popul ation Extract File (CD Part 2)
3) STI003. sb2 2004 B DEERS Popul ation Extract File (CD Part 3)

4) STI004.SD2 - 2004 (B DEERS Popul ation Extract File (CD Part 4)

| NCLUDES:
1) LAYQUT. SAS - Input STEP For Raw Data From STI
NOTES:

1) The tape file sent by STl exceeded 4 GB in size. The tape software
crashed the conputer at the 4 GB unload point. In order to successfully
unload this file, | split the tape file into two parts (STI2004. 001
and STl 2004. 002) .

2) Under the new contract (8860), the suvey year was changed
to be based on the year the survey is adninistered (2002)
as opposed to the questioning reference frane (2001). This program
references folders nanmed according to the new convention [i.e.
the survey administration year (2002 for project 8860)].

L I . T N I I TR R N T I I R S R R N N TN N R

IR R R R SRR SRR SRR EEEEEEREEEEEEREEEEREEREEEREREEEREEEEREEEREEEEEEEREEEEE SRR EEEEEEEEEEEES

*

Li BNAVE QUT V612 "..\..\DATA\ AFl NAL";
OPTI ONS PS=79 LS=132 COVPRESS=YES NOCENTER;

R R R R SRR EEEEEEEEEEEEEEEEEEEREEEEREEEEEEEEEEREEEEREEEREEEEEE SRR SRR EEREEEEEEEEEEEEES

* PROCESS - MACRO PARAMETERS:

* 1) INUM Raw I nput file extension
* 2) ONuML SAS Qutput file 1 suffix
* 3) ONUMR = SAS CQutput file 2 suffix

R R R R E R EEEEEEREEEEEEEEEEEEEREEEREEEEEEREEEREEEEEEEREEEEEE SRR EEE SRR SRR EEEEEEEE N

YVACRO PROCESS( | NUM=, ONUML=, ONUM2=) ;

FILENAME IN "..\..\DATA\ AFl NAL\ STI 2004. & NUM';

DATA QUT. STI &ONUML OUT. STI &ONUMZ;
I NFI LE I N LRECL=99999 RECFMFV M SSOVER
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% NCLUDE " LAYOUT. SAS";
IF _N_ LE 2500000 THEN OUTPUT OUT. STI &ONUML;
ELSE OUTPUT OUT. STI &ONUMR;

RUN;

YWEND PROCESS,;

RS IR R Ik I R I I I kR I R kI R R R I I R kR I R R I I R

* END PROCESS MACRO

R R RS SRR EEEEEREEEEEEEEEEEEEEREEEREEEEEEREEEREEEEEEEREEEEE SRR RS EEEEEEEEEEEEEE N
1

OPROCESS( | NUM=001, ONUML=001, ONUMR=002) ;
OPROCESS( | NUM=002, ONUML=003, ONUMR=004) ;

IR R R R SRR SRR EE RS E RS SRR EEEEREEEEREEEREEEREREEEREEEEREEEREEEEEEEREEEEREEEREEEEEEEEEEEEEES

* PRINTIT - MACRO PARAMETERS:
* 1) PNUM = SAS output file suffix

R IR I Ik I I O S S I I R Rk Ik I S O R R I R R I R S I I kI S O
)

YVACRO PRI NTI T( PNUME) ;

TITLEL "DOD Heal th Care Survey, Sanpling (8860-210/220)";
TI TLE2 "PROGRAM STI . SAS, WRI TTEN BY: KEI TH RATHBUN, April 2004";
TI TLE3 "OUTPUT: STI &PNUM . SD2";

PROC CONTENTS DATA=QUT. STI &PNUM RUN;

PROC FREQ DATA=OUT. STI &PNUM
TABLES
TNEXREG
PNTYPCD
MRTLSTAT
PNSEXCD
PNARSNCD
MDCABRSN
LEGDDSCD
PNLCATCD
SvCeD
PAYPLNCD
PGCD
MBRRELCD
RANKCD
ULOCGRN
ULOCDM S
RACEETHN
DCATCH
DVEDELG
DAGEQY
DBENCAT
DPRI SM
DHSRGN
DSPONSVC
MEDTYPE
ENRI D
ACV
PCM
PATCAT
/ M SSI NG LI ST;
RUN;
O%END PRI NTI T;

IR R R R SRR EEEEEEEEEEEEEREEEEEEREEEEREEEEEEEREEEREEEEREEEREEEEEEEREEREEE SRR EEEEEEEEEEEES
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* END PRI NTI' T MACRO

IR IR R I Ik I I O Rk I I R I Rk Ik I kR R I R R Ik I R R I I I kR S I
)

%R NTI T( PNUMEOO1) ;
%R NTI T( PNUME002) ;
%R NTI T( PNUME003) ;
%R NTI T( PNUME00O4) ;
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RS R R Ik I R I S I I kR I R kR R R I I R I kR I O R I R Sk I

L I T T

*

PROGRAM
TASK:

PURPCSE:
VRl TTEN:

MODI FI ED:

LAYQUT. SAS
DOD Heal th Care Survey, Sanpling (6077-210/220)
I NPUT step for the 2004 DEERS Extract file from ST

10/ 18/ 2000 BY KEI TH RATHBUN
1) 04/22/2002 BY KEI TH RATHBUN, Renoved TSPSI TE from | ayout.

2) 10/10/2003 BY DAWN FERRAGAMO, ADDED TNEXREG TO LAYQUT.
2) 04/09/2004 BY KEI TH RATHBUN, ADDED PTNT_I D TO LAYOUT.

IR R R R SRR SRR EE RS E RS SRR EEEEREEEEREEEREEEREREEEREEEEREEEREEEEEEEREEEEREEEREEEEEEEEEEEEEES

RS R Ik I I R I R I I Rk R R kI R R I I R I I R kR I O R I S R I Sk I

* Input RAWdata (ignore delimters!)

R IR I Ik I I O S S I I R Rk Ik I S O R R I R R I R S I I kI S O
)

I NPUT

a
a1l
@as3
@aw.s
@5
@4
@6
@8
@1
@3
@2
@1
@4
@6
@8
@
@
@9
@z20
@sl
@s2
@85
@88
@94
@99
@01
@16
@43
@64
@85
@90
@97
@00
@05
@o7
@12
@14
@18
@22
@27
@30

SPONSSN $CHARO.
SPDUPI D $CHARL.
PNTYPCD $CHARL.
PNI D $CHARO.
PNBRTHDT  $CHARS.
MRTLSTAT  $CHARL.
PNSEXCD $CHARL.
PNARSNCD  $CHAR2.
MDCABRSN  $CHARL.
MDCAEFDT  $CHARS.
MDCAEXDT  $CHARS.
LEGDDSCD  $CHAR2.
PNLCATCD  $CHARL.

SVCCD $CHARL.
PAYPLNCD  $CHARS.
PGCD $CHAR2.

MBRRELCD  $CHARL.
MALNLTX  $CHAR4O0.
MALN2TX  $CHAR4O.
MACI TYNM  $CHAR20.
MASTCD $CHAR2.
MACTRYCD  $CHAR?.
MAPRZI P $CHARS.
MAPRZI PX  $CHARY.
HADDFLG  $CHARI.
TNUMCD $CHAR14.
PNLSTNM  $CHAR26.
PNISTNM  $CHAR20.
PNM DNM  $CHAR20.
PNCDNCY  $CHAR4.
RANKCD $CHARS.
ULOCGRN  $CHAR?.
ULOCDM S $CHARY.
RACEETHN  $CHARL.
DCATCH $CHAR4.
DVEDELG ~ $CHARI.
DAGEQY $CHARS.
DBENCAT  $CHARS.
DPRI SM $CHARY.
DHSRGN $CHAR2.
DSPONSVC ~ $CHARL.
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1
IR R R EEREEEEEEEREREEEEEEEEEEREEEREEEEREEEEEEEREEEREEEEREEEEEEREE TR ERE SRR SR EEEEE

@32 MEDTYPE
@34 Ul CADDL
@65 Ul CADD2
@96 Ul cCl TY
@27 Ul CST
@30 Ul CzI P
@36 UADDFLG
@38 SPLNLTX
@79 SPLN2TX
@20 SPCI TYNM
@41 SPSTCD
@44 SPCTRYCD
@47 SPPRZI P
@53 SPPRZI PX
@58 SADDFLG
@60 SPTNUMCD
@75 ENRI D
@80 ACV

@82 PCM

@86 PATCAT
@94 TNEXREG
@96 PTNT_I D

$CHARL.
$CHAR3O.
$CHAR3O.
$CHAR3O.
$CHARZ.
$CHARS.
$CHARL.
$CHAR4O.
$CHAR4O.
$CHAR20.
$CHARZ.
$CHARZ.
$CHARS.
$CHARS.
$CHARL.
$CHARLS.
$CHARS.
$CHARL.
$CHARS.
$CHARY.
$CHARL.
$CHAR1O.

* Construct SSNSMPL as SPONSSN & SPDUPI D & LEGDDSCD
EE R I b I b b b b b b b I I b I I b I b I I I I I b b b I I b b b b I I b b b I b b b I b b b b I b )
LENGTH SSNSMPL $12;

SSNSWMPL = SPONSSN || SPDUPID || LEGDDSCD ;

EIE IR I Ik I O R R I I I I I R Rk I I R R Rk I I R I I kI R O S I O

LABEL vari abl es

*

R Rk Ik b O R Ik S S S O R S b S R R R O S o Sk S S O R R b O
)

LABEL

SSNSMPL
SPONSSN
SPDUPI D
PNTYPCD
PNI D
PNBRTHDT
MRTLSTAT
PNSEXCD
PNARSNCD
MDCABRSN
MDCAEFDT
MDCAEXDT
LEGDDSCD
PNLCATCD
SVCCD
PAYPLNCD
PGCD
MBRRELCD
MALNITX
MALN2TX
MACI TYNM
MASTCD
MACTRYCD
MAPRZI P
MAPRZI PX
HADDFLG

"SSNSMPL - SPONSSN & SPDUPI D & LEGDDSCD!
"Sponsor SSN'

"Fami |y Sequence Nunber"

"Person Type Code"

"Person SSN'

"Person Birth Date"

"Marital Status”

"Person Cender"

"Person Associ ati on Reason Code"
"Medi care A Begin Reason Code"
"Medicare A Effective Date"
"Medi care A Expiration Date"
"DDS Code"

"Personnel Category Code (Duty Status)"
"Branch of Service"

"Pay Pl an Code"

"Pay Grade"

"Menmber Rel ationship Code"

"Resi dential Address, Line 1"
"Resi dential Address, Line 2"
"Residential Address, City"
"Resi dential Address, State"
"Residential Address, Country"
"Resi dential Address, ZI P Code"

"Resi dential Address, ZIP Code Extension"

"Resi dential Address Fl ag"
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TNUMCD
PNLSTNM
PNLSTNM
PNM DNM
PNCDNCY
RANKCD
ULOCGRN
ULOCDM S
RACEETHN
DCATCH
DVEDELG
DAGEQY
DBENCAT
DPRI SM
DHSRGN
DSPONSVC
MEDTYPE
Ul CADD1
Ul CADD2
Ul CCl TY
Ul CST

Ul czi P
UADDFLG
SPLNLTX
SPLN2TX
SPCI TYNM
SPSTCD
SPCTRYCD
SPPRZI P
SPPRZI PX
SADDFLG
SPTNUMCD
ENRI D
ACV

PCM
PATCAT
TNEXREG
PTNT_I D

"Resi dence Tel ephone Numnber"
"Person Last Nane"

"Person First Nane"

"Person M ddl e Nane"

"Person Ceneration (Cadency)"
"Rank Code"

"Unit Region"

"Unit DM SI D'

"Race/ Et hni ¢ Code"

"Cat chnent Area"

"Medi cal Privlege Code"

"Age (As of 31 March 2004)"
"Beneficiary Category"

"PRISM (20 mile) clinic service area
"Heal th Service Region"

"Derived Sponsor Branch of Service"
"Medi care Type"

"Unit Address, Line 1"

"Unit Address, Line 2"

"Unit Address, City"

"Unit Address, State"

"Unit Address, ZI P Code"

"Unit Address Flag"

"Sponsor Address, Line 1"

"Sponsor Address, Line 2"

"Sponsor Address, City"

"Sponsor Address, State"

"Sponsor Address, Country"
"Sponsor Address, ZI P Code"
"Sponsor Address, ZI P Code Extension"
"Sponsor Address Fl ag"

"Sponsor Tel ephone Nunber"

"Enrol | ment DM S| D'

"Alternate Care Val ue"

"Primary Manager Code (CIV or ML)"
"Aggr egat ed Beneficiary Category"
"Beneficiary’ s TNEX Regi on"

"uni que Patient |D
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RS R I Ik I I O I I I kR I Ik I R R R I I R kR R I O R I Sk

PROGRAM  EXTRACTC. SAS
TASK: DOD Heal th Care Survey, Sanpling (8860-220)
PURPOSE: Build SAS extract file for the DOD sanple

VWRI TTEN: 10/ 19/ 2000 BY KEI TH RATHBUN

MODI FI ED:
1) 01/18/2001 BY KEI TH RATHBUN - Smal |l changes for Q2 processing.
Removed sorting of XWALK and EXTRACT files by MPRID.
2) 02/08/2001 BY KEI TH RATHBUN - Snml| changes for @B processing.
Added specific famly exclusion criteria as include file.
3) 04/16/2001 BY KEI TH RATHBUN - Snml| changes for child @ processing.
4) 04/23/2002 BY KEI TH RATHBUN for @3 2002 processing and renoved TSPSI TE.
5) 04/09/2003 BY KEI TH RATHBUN for @B 2003 processing.

| NPUTS:

1) STIO001.SD2 - 2004 B DEERS Popul ati on SSN SAS data set (Part 1)
2) STI002.SD2 - 2004 (B DEERS Popul ati on SSN SAS data set (Part 2)
3) STI003.SD2 - 2004 (B DEERS Popul ati on SSN SAS data set (Part 3)
4) STI004.SD2 - 2004 (B3 DEERS Popul ati on SSN SAS data set (Part 4)
5) XWALKC. SD2 - DEERS Child Popul ati on XWALK SAS data set (sorted by
SSNSMPL)

L I SR T T T N I R R

* QUTPUTS:
* 1) EXTRACTC. SD2 - DEERS Child Popul ati on EXTRACT SAS data set (conplete -
sorted by SSNSMPL)

| NCLUDES:
1) EXCLUDE. SAS - Exclude specific fanmly by SPONSSN

*
*
*
* NOTES:

* 1) Under the new contract (8860), the suvey year was changed

* to be based on the year the survey is administered (2002)

* as opposed to the questioning reference frame (2001). This program
* references folders nanmed according to the new convention [i.e.

* the survey adm nistration year (2002 for project 8860)].

*

ER Rk I S b S R S I R Rk S O O S S R S o S O R Sk S O R S o
*

LI BNAME [INL V612 "..\..\DATA\ Afinal"; *STI/ DEERS Extract fil es;
LI BNAME I N2 V612 "..\..\DATA\Cfi nal "

LI BNAME OUT V612 "..\..\DATA\Cfi nal "

OPTI ONS PS=79 LS=132 COVPRESS=YES NOCENTER

ER Rk Ik S b O S R S Rk S I Rk kb b S O R Sk S S R O O

* Set up MACRO to exclude specific famlies from survey.

R E RS SRR EEEEEREEEEEEEEEEEEEREEEEREEEEEEREEEREEEEEEEREEEEEE SRR EEE SRR SRR EEEEEEEE N
1

% NCLUDE " EXCLUDE. SAS";

ER Rk I S b S R I S R O O R Rk S o S S O S R O S O O R R

* Extract key sanpling variables.
****************************************************************************;
YVACRO SORTI T( NUME) ;
PROC SORT DATA=I N1. STI &NUM
( KEEP=SSNSMPL PNTYPCD MRTLSTAT PNSEXCD
PNARSNCD MDCABRSN MDCAEFDT  MDCAEXDT
LEGDDSCD PNLCATCD SVCCD PAYPLNCD
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PGCD MBRRELCD RANKCD ULOCGRN
ULOCDM S RACEETHN DCATCH DVEDELG
DAGEQY  DBENCAT DPRI SM DHSRGN

DSPONSVC MEDTYPE ENRI D ACV
PCM PATCAT  SADDFLG  HADDFLG
UADDFLG MAPRZI P TNEXREG)
OUT=STI &NUM
BY SSNSMPL;
RUN;
%VEND SORTI T;

%SORTI T( NUME001) ;
%SORTI T( NUME002) ;
%SORTI T( NUME0O3) ;
YSORTI T( NUME004) ;

RS R R kI I R S I I Rk R I R kR R I R I I I R kI I R R I R I Ik I

* KEEP children (<18) and exclude specific famlies.

R R RS SRR EEEEEREEEEEEEEREEEEEEREEEREEEEEEREEEREEEEEEEREEEEEEEEEERE SRR EEEEEEEEEEEE N
1

DATA EXTRACT,;

SET STI 001
STI 002
STI 003
STI 004

BY SSNSMPL;

| F NOT (DAGEQY GE "018" OR (DAGEQY = " " AND LEGDDSCD GE "20"));

EEE R R SRR EEREEEEREEEEEEEEEEREEEREEEEREEREEEEREEREEEEREEEREEEEEEEEEE SRR SRR LSRR EEEEES

* STl sent duplicates SSNSMPLs. So, we |et SAS renove them here.

IR R I Ik I R kI I kR R I S SR Sk I R R I I R R R O I R I S R Sk O 2 O S O

| F FI RST. SSNSVPL: '

R R b S S Rk S S S IR O O S bk O O R O O S S R I

* Exclude specific famlies from survey.
EIE I R S b I I I I I b S I R I I I I I b I I I I I I S I I I I I I b b b I b I b O o
&EXCLUDE;

RUN;

DATA OUT. EXTRACTC,
MERGE | N2. XWALKC( | N=I N1) EXTRACT( | N=I N2) ;
BY SSNSMPL;
IF INL AND | N2;
DROP SSNSMPL;

RUN;

TITLEL "Build SAS EXTRACT file for the 2004 DOD @B child sanple”;
TI TLE2 "Program Name: EXTRACTC. SAS, Witten by Keith Rathbun, April 2003"

TI TLE3 " CONTENTS of extract file";
PROC CONTENTS DATA=QUT. EXTRACTC; RUN;

TI TLE3 "FREQS of key variables - 2004 B DEERS child popul ation extract:
EXTRACTC. SD2";
PROC FREQ DATA=CUT. EXTRACTC,
TABLES
El E2 E3 E4
E1*E2* E3*E4
PNTYPCD
MRTLSTAT
PNSEXCD
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PNARSNCD
MDCABRSN
LEGDDSCD
PNLCATCD
SVCCD
PAYPLNCD
PGCD
MBRRELCD
RANKCD
ULOCGRN
ULOCDM S
RACEETHN
DCATCH
DMEDELG
DAGEQY
DBENCAT
DPRI SM
DHSRGN
DSPONSVC
VEDTYPE
ENRI D
ACV
PCM
PATCAT
/' M SSI NG LI ST;
RUN;
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R R R Ik I I R R I kR R R Rk R I I R kI I R I I R I Sk I

PROGRAM  XWALKC. SAS

TASK: DOD Heal th Care Survey, Adult Sanpling (8860-220)

PURPOSE: Build SAS extract/cross-walk file for the DOD sanpl e
and assi gn pernmanent random nunbers (PRN)

WRI TTEN:  01/17/2001 BY KEI TH RATHBUN

MODI Fl ED:

1) 02/08/2001 BY KEI TH RATHBUN for (B processing. Also, added
specific family exclusion criteria as include file.

2) 07/09/2001 BY KEI TH RATHBUN for 4 processing. Renoved B-specific
processi ng.

3) 10/09/2001 BY KEI TH RATHBUN for QL 2002 processing.

4) 01/22/2002 BY KEI TH RATHBUN for @@ 2002 processing.

5) 04/10/2002 BY KEI TH RATHBUN for @B 2002 processing.

6) 04/11/2002 BY KElI TH RATHBUN, adapted from XWALK. SAS for @B
2002 child processing.

7) 04/09/2003 BY KEI TH RATHBUN, updated for @B 2003 child processing.

| NPUTS:
1) STI001.SD2 - 2004
2) STI002.SD2 - 2004
3) STI003.SD2 - 2004
4) STI004.SD2 - 2004
5) XWALKC. SD2 - 2003

DEERS Popul ati on SSN SAS data set (Part 1)
DEERS Popul ati on SSN SAS data set (Part 2)
DEERS Popul ati on SSN SAS data set (Part 3)
DEERS Popul ati on SSN SAS data set (Part 4)
DEERS Chil d Popul ati on XWALK SAS data set

BRYEB

QUTPUTS:
1) XWALKC. sD2 - 2004
2) SEEDC. SD2 - 2004

DEERS Chil d Popul ati on XWALK SAS data set
DEERS Child Random SEED SAS data set

BR

| NCLUDES:
1) EXCLUDE. SAS - Exclude specific fanmily by SPONSSN

NOTES:
1) Under the new contract (8860), the suvey year was changed
to be based on the year the survey is adninistered (2002)
as opposed to the questioning reference frane (2001). This program
references folders nanmed according to the new convention [i.e.
the survey administration year (2002 for project 8860)].

L I T T T R R N R N N N S D R R R T N N N N N N N N N

*

R R RS SRR EEEEEREEEEEEEEEEEEEEREEEEREEEEEEEREEEREEEEEEEREEEEEEEEEEEEE SRR EEEEEEEEEEEE N
1

LI BNAME INL V612 ’..\..\..\@3_2003\ DATA\ CFI NAL’; * Previ ous XWALK

LI BNAVE | N2 V612 ’..\..\DATA\ AFI NAL'"; * Current STI Tape Files
LI BNAME OUT V612 ' ..\..\DATA\ CFl NAL’; * Current Qutput;

OPTI ONS PS=79 LS=132 COVPRESS=NO NOCENTER

IR R R R SRR EEEEEEEEEEEEEEEEEEEREEEEREEEEEREEEEREEEEREEEREEEEEE SRR EEEE SRR EEEEEEEEEEEES

* Set period nunber as global variable. Period 1,2,3 represent 2001, 2002,
* 2003 survey administration years

Rk b S b S R I O R SRR S b S R IR R K R O b b
)

%.ET PD = 4;
ER Rk Ik S b S S Rk Ik S S S R O kI Rk kS A R Rk Sk S R O

* Set up MACRO to exclude specific famlies from survey.

Rk b S b S kO SRR S S b S S R O R S S R R I b
)

% NCLUDE " EXCLUDE. SAS";
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TITLEL "CGenerate Child XWALK file from 2004 3 DOD DEERS Popul ati on Extract
File";
TI TLE2 "Program Name: XWALKC. SAS, Witten by Keith Rat hbun, April 2003"

RS R Ik I R R I O R I R kR R R I I R kR I O R Sk

* Assign random SEED as gl obal variable. This will later be used as the
* starting point for random nunberi ng.
****************************************************************************;
DATA QUT. SEEDC,

SEED = | NT( RANUNI ( 0) *1000000+1) ;

CALL SYMPUT(" SEED", SEED);

PUT "Random SEED assi gned for generating the pernmanent radom numbers:
SEED;
RUN,

TI TLE3 "Random SEED assi gned for generating the permanent radom nunbers:
SEEDC. SD2";
PRCC PRI NT; RUN;

RS I Sk I I R O R I I Rk R R R R I R R R R I R Ik R R I I Sk I

* Assign LASTID from previous XWALKC file as gl obal variable. This will
| ater
* be used as the starting point for assigning new MPRI Ds.
EE I I R S I b I I I I R I R I I I I I I I I I I I R I I I I I I R I b I I I I I b b I b I I I I b I I
DATA _NULL_;
SET | N1. XWALKC END=FI NI SHED;
LENGTH MPRI DX 8; RETAI N MPRI DX;
| F MPRID > MPRI DX THEN MPRI DX = MPRI D
| F FI Nl SHED THEN CALL SYMPUT("LASTI D', MPRI DX) ;
RUN,;

ER Rk I S b o S Rk I S S S O SRR kS b S S S O R I S R O O O R

* Get SSNSMPLs fromcurrent quarter tape file.
****************************************************************************;
%ACRO SORTI T( NUME) ;
PROC SORT DATA=I N2. STI &NUM ( KEEP=SSNSMPL LEGDDSCD DAGEQY) OUT=STI &NUM
BY SSNSMPL;
RUN;
%VEND SORTI T;

%SORTI T( NUME001) ;
%SORTI T( NUME002) ;
%SORTI T( NUME0O3) ;
%SORTI T( NUME0O4) ;

ER Rk I S S b S R R R S S S O R SR S b S S I R R O S S S S O O o

* Renove children (<18) prior to assigning pernmanent random nunber (PRN).

R R RS SRR EEEEEREEEEEEEEEEEREEEREEEEREEEEEEEREEEREEEEEEEREEEEE SRR EEEEEEEEEEEEEEEEEE N

DATA SSN_Q( KEEP=SSNSMPL) ;

SET STI 001
STI 002
STI 003
STI 004

BY SSNSMPL;

| F NOT (DAGEQY GE "018" OR (DAGEQY = " " AND LEGDDSCD GE "20"));

R R b S S S Rk IR S O b S bk O S R O S O kR S O O R o

* STl sent duplicates SSNSMPLs. So, we |et SAS renove them here.

EE R R R R R R R R R R R R R R R R R R R R R R R I R I I R L
1

D-13



I F FI RST. SSNSVPL;

EE IR IR Ik I I Rk I I I R R R I R R I R R R I I Rk I R R I R O

* Exclude specific famlies from survey.
EIE I R S S I I I I I S I S I I I I I I b b I I I I I I R b I b I b I b b b I I I I O o
&EXCLUDE;

RUN,;

IR R R R SRR SRR EE RS EEEEEEEEEEEREEEEREEREEEEREEEREEEEREEEREEEEEEEREEEEEE SRR EEEEEEEEEEEES

* Conbine Qn SSNSMPLs wi th previ ous XWALK (SSN_OLD) keeping only the
* new eligibles (SSN_NEW.
****************************************************************************;
DATA SSN_NEW OLDXWALK;

MERCGE SSN_Q(I N=I N1 KEEP=SSNSMPL) | N1. XWALKC( | N=I N2) ;

BY SSNSMPL;

EE IR IR Ik I O Rk I I I I R R R I S R R R R R I I I R Ik R R I R S I O

* Assign eligibility indicator for new eligibles.

R E R R E R RS EREE SRR EEEEEEEEEREEREEEEREEEEEEEEEEREEEEREEEEEEERE R R SRS EE SRR EEEEE N
1

LENGTH E&PD $1;

IF IN1L AND I N2 THEN E&PD = "Y";

ELSE IF INL THEN E&PD = "Y";

ELSE IF I N2 THEN E&PD = "N';

LABEL E&PD = "Eligibility indicator for period = &PD";

IF INL AND NOT | N2 THEN OQUTPUT SSN_NEW
I F IN2 THEN OUTPUT OLDXWALK;
RUN;

IR R R R SRR SRR EEREEEEEEEEEEEEREEEEREEREEEREEEEREEEEREEEREEEEEEEREEEEE SRR EEEEEEEEEEEES

* Assign PRN for all new eligibles.
R I I I Sk b kb S Ik kI R I S Ik Ik Sk o b R S S Ik kb S S R R S I I kb S I O
DATA NEWKWALK ( KEEP=MPRI D SSNSMPL PRN E&PD) ;

SET SSN_NEW

LENGTH MPRID $8;

EE IR IR I Ik I I O Rk I I R R R I S R S R R R I I R Ik I kR I R kI

* Assign eligibility indicator for new eligibles.

EIE IR I Ik S R I kI I I I R R I S SR Sk S R Sk I I Rk R O R R R I S R Sk O I S O
LENGTH E&PD  $1;

E&PD = "Y";

LABEL E&PD = "Eligibility indicator for period = &PD';

R R b Sk S S Rk R R R I S Sk O S O R Ik I kO O O R

* Assign PRN for new eligibles.
kkkkhkkhkhkhkkhkkkkhkhkhkhkhkhkkkkhkhhkhkhkhkhkkhkhkhhk khkhkkkkhkkhk ki kkkhkhkk ki) ki kkkkk k ),k k *kkkkk k*k,k*k*%x-
PRN = RANUNI ( &SEED) ;

LABEL PRN = "Pernmanent Random Nunber";

R R b S S Rk R IR I S bk o S S O R O O kR I b O R

* Assign MPRID starting with previous XWALKs LASTI D+1.
*************************************************************************;
IF _N_ =1 THEN MPRI DX = Y%EVAL( &LASTI D+1) ;
ELSE MPRI DX + 1; RETAIN MPRI DX;
MPRI D = PUT(MPRI DX, Z8.);

RUN;

%VACRO XWALKC,

DATA QUT. XWALKC,
SET NEWKWALK CLDXWALK;
BY SSNSMPL;

EE R R R R R R R R R R R R R R R R R R R R R R R R R R R R R R R R R I

* Recode nissing values to Not eligible.
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)

DO | =1 %O &PD;
IF E&l =" " THEN E& = "N';
%END;
RUN;
%VEND XWALKC;
WAL KC,

TI TLE3 "XWALK file: XWALKC. SD2";
PROC CONTENTS; RUN;

PROC FREQ

TABLES E1- E&PD E1*E2*E3*E4 /M SSI NG LI ST;
RUN,;
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Constructing the Child Sanpling Frane

R R R E SRR EEEEEREEEEEEEEEEEEEEREEEREEEREEEEREEREEEEEEEEEEEEEEEEEEREEEREEEEEEEEEEEE]

* k%

*** Project: 2004 Health Care Survey of DoD Beneficiaries - Child
*** Project nunber: 6077
*** Task nunber: 220

* % %

*** Purpose: Create the frame for the child survey.

*** Dat e: April 23, 2003

*** Programer: Nancy A C usen

*** Program F:\DOD\ @B_2004\ pr ogr ans\ sanpl i ng\ franec. sas,
*Ex Creates the child sanpling frane.

* k%

*** |nputs: F:\DOD\@_2004\Data\Cfinal\extractc.sd2

i Extracted DoD data set used to creat the child sanpling frane.
*kx F: \ DOD\ @3_2004\ Dat a\ Cf i nal \ xwal kc. sd2
*Hx Provides the family identifier

* % %

*** Qut puts: F:\DOD\@_ 2004\ Dat a\ Cfinal \framec. sd2

*ok K Child sanpling frame created fromthe extracted DoD data set.
* k%

*** Not es: None

*** Updat ed: Hai xia Xu on 04/15/2004 for 2004 child sanpling

* % %

EIE IR IR kR I I Rk I I I R R R R I Ik O R I I I kR I S O O I 3
)

*** Setup the titles ***;

titlel '2004 Health Care Survey of DoD Beneficiaries - Child;

title2 'Program F:\DOD\ @B _2004\ Prograns\ Sanpl i ng\franec. sas by Nancy A
Cl usen’;

title3 "Create the Child Sanpling Frane’;

*** Setup the options ***;
options |1s=132 ps=79 nocenter conpress=yes;

*** Setup the paths where the files are located ***;
libname in v6 'F:\DOD\@_2004\Data\Cfinal’; /* extractc.sd2, xwal kc.sd2 */
i bnanme out v6 ' F:\DOD\ @B _2004\ Dat a\ Cfi nal ’;

title5 ' Check the Contents of the Extracted DoD Data Set’;
proc contents data=in.extractc;
run;

title5 ' Check Sone Inportant Variables’;

proc freq data=in.extractc;

tabl e dageqy patcat pcm dhsrgn pnsexcd svced / list mssing;
run;

title5 'Check the Contents for the Family Identifier’;
proc contents data=in. xwal kc;
run;

*** Create the formats ***;
proc format;
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val ue agesnpl " Younger than 6’
6 to 12’
13 to 17
"t her’
er = "Error’
"Active Duty’
"Active Duty Family Menber’
"Retirees and Fam |y Meneber’
"t her’
er = "Error’
"Enroll ed’
"Not Enrolled’
"t her’
er = "Error’
" Nor t heast'’
"M d-Atlantic’
" Sout heast'’
@l f South’
"Heart!| and’
" Sout hwest'’
"Central
"Central
"Sout hern California’
" Gol den Gate’
" Nor ht west’
" Hawai i
16 " Al aska’
13 "t her’
other = "Error’
val ue supreg 1 "New Regi on
2 " Mat ure Region
3 " O her Region’
4 "Not a Region
0 r = "Error’
val ue sexsnpl " Mal e’
" Fenul e’
'Ot her’
er = "Error’
' Ay’
' Navy'’
"Air Force’
" Marine Corps
" Coast Quard’
"t her’
other = "Error’;

—

val ue bgcsnpl

—

val ue enl snpl

—

1 1 1 T O e I 1 1 s 1 1 O O 1 e i I N | |

val ue regsnpl

OCO~NOOPARWNREFPFOBRANPFPFOPAWNREFPOPMWNEE

10
11
12

= | I T TR |
D

val ue svcsnpl

OUTRAWNEFPOWNE

~+
L1 T T 1 1 A = i | A O

run;

*** Sort the data sets***;
proc sort data=in.extractc;
by nprid prn;

run;

proc sort data=in.xwal kc;

by nprid prn;
run;

***Merge the data sets to create the frane***;

data out.franmec
merge in.extractc in.xwalkc;
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by nprid prn;

*** Create the age group stratification variable: agesnpl ***;
if dageqy = ' ' then agesnpl =1

else if 000" <= dageqy < '006" then agesnpl 1;

else if '006" <= dageqy < '013" then agesnpl 2;

else if '013' <= dageqy <= '017' then agesnpl = 3;

el se agesnpl = 4;

*** Create a nunberic age variable: age n ***;
age_n = input (dageqy, 3.0);
if age_n = . then age_n = 0;

*** Create the beneficiary group variable: bgcsnpl ***;
if patcat = ' DEPACT' then bgcsnpl = 2;

el se if patcat " NADD<65’ then bgcsnpl = 3;

el se if patcat "ACTDTY' then bgcsnpl =1

el se bgcsnpl =

T

*** Create the enrollnent status of beneficiary variable: enlsnpl ***;
*** Changed form3 levels to 2 levels Dod g3 2002;

if pcmin( "MIF, "ClV) then enlsnpl =1

else if pcm=" " then enlsnpl = 2;

el se enlsnpl = 4;

*** Create the geographic region variable: regsnpl ***;
sel ect (dhsrgn);
when (' 01') regsnpl
when (' 02') regsnpl
when (’ 03 ) regsnpl
when (' 04’) regsnpl
when (' 05") regsnpl
when (' 06’ ) regsnpl
when (' 07') regsnpl
when (' 08') regsnpl

(109")

('10")

("11")

LoNoaokrwbdR

when regsnpl
when regsnpl
when r egsnpl
when (' 12') regsnpl
when (" AK') regsnpl
ot herw se regsnpl =
end;

|—\|—\ooooo
R RCR R N N

(R

NRE

LI 1 1 1 I A | A I A VR |

3;

*** Create the geographic area variable: supreg ***;
if regsnpl in (1,2,5) then supreg =

else if regsnpl in (6,9,10,11,12,16) then supreg =
else if regsnpl in (3,4,7,8) then supreg =

el se supreg =

*** Create the beneficiary gender variable: sexsnpl ***;
*** Mssing, Z or "', is considered nale ***;

if pnsexcd in (’ 'Z') then sexsnpl =1

el se i f pnsexcd then sexsnpl =

el se i f pnsexcd "F then sexsnpl

el se sexsnpl = 3;

1!
2,

*** Create the branch of service variable: svcsnpl ***;
sel ect (svccd);
when (" A) svcsnpl = 1;
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when (' N ) svcsnpl = 2;
when (' F') svcsnpl = 3;
when (" M) svcsnpl = 4;
when (' C ) svcsnpl = 5;
ot herwi se svcsnpl = 6;
end;

*** Create the sanpling stratum stratum ***;
| ength stratum $3.
stratum = put(supreg,1.) || put(enlsnpl,1.) || put(agesnpl,1l.);

*** Create the famly variable: famly ***;
fam |y = input(substr(ssnsnpl,1,9),9.0);

*** | abel the variables ***;
LABEL SVCSMPL "SVCSMPL - Branch of Service

AGESMPL = ' ACESMPL - Age

SEXSMPL = * SEXSMPL - Sex’

REGSMPL = ' REGSMPL - Regi on

STRATUM = ' preli m STRATUM supreg+enl snpl +agesnpl
BGCSMPL = ' BGCSMPL - Beneficiary G oup’

ENLSMPL = ' ENLSMPL - Enrol |l ment Sanpling G oup’
SUPREG = ' SUPREG - Super Region

FAMLY ='FAMLY - Fanmly’

*** Exclude people not in the United States ***;
if regsnpl ne 13 then out put out.franec;
run;

title5 ' Check the Constructed Vari abl es’
proc freq data=QOUJT. framec
tabl e agesnpl *dageqy
age_n*dageqy
bgcsnpl *pat cat
enl snpl *pcm
regsnpl *dhsrgn
supr eg*regsnpl
sexsnpl *pnsexcd
svcsnpl *svced
/ list mssing;
format agesnpl agesnpl
bgcsnmpl bgcsnpl
enl smpl enl snpl
regsnpl regsnpl.
supreg supreg.
sexsnmpl sexsnpl
svesmpl svesnpl .
run;

proc freq data=QUT. franec;
tabl e stratunrsupreg*enl snpl *agesnpl / list m ssing;
run;

*** Create the fam |y code variable: fantode ***;
proc sort data=QUT. franec;

by fanily;

run;

data QUT. fr anec;
set QUT. franec;

D-19



by fanily;

retain fancode O;

if first.famly then fantode = fantode + 1;
| abel fantode = ' FAMCODE - Family Code’;
run;

proc print data=QUT.franec (obs = 500);
var fantode fanily ssnsnpl;
run;

*** Create the sanpling strata variable: sanpstr ***;
data QUT. franec;

set QUT.franec;

rannum = ranuni (8269403) ;

run;

proc sort data=QUT. franec;
by fantode rannum
run;

data out. franec;

set QUT.franec;

by fantode;

retain sanpstr ’000;

if first.fancode = 1 then sanpstr = stratum

| abel sanpstr = ' SAMPSTR-final sanpling stratum;

run;

proc print data=QUT.franec (obs = 500);
var fantode sanpstr;
run;

proc freq data=QUT. franec;
tabl e sanpstr*stratum/ |ist m ssing;
run;

title5 'Population Counts by Stratification Variables’;
proc freq data=QUT. franec;

tabl e stratum sanpstr / list m ssing;

run;

EE R R The End LR R S
1
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* % %

*** Project: 2004 Health Care Survey of DoD Beneficiaries - Child
*** Project nunber: 6077
*** Task nunber: 220

* k% %

*** Ppyrpose: Create the count data set for the child survey. This consists

* ok of the popul ation counts by various cell definitions:
* k%

il PSUMD = Stratifcation Variable Count

kKK PSUML = SUPREG Count

*oxk PSUMR = ENLSMPL Count

*oxk PSUMB = AGESMPL Count

i TOTAL = Total Popul ation

* k%

*** Dat e: April 2003

*** Programer: Nancy A Clusen Initial program by Keith Rathbun.

*** Program F:\ DOD\ @B_2004\ Pr ogr ans\ Sanpl i ng\ count c. sas,

kKK Creates the child sanpling frane.

*** |nputs: F:\DOD\@_2004\Dat a\ Cfinal\framec. sd2

* ok Child sanpling franme created fromthe extracted DoD data set.
*** Qut puts: F:\DOD\@_2004\ Dat a\ Cfi nal \ count c. sd2

*ok K Popul ation counts by various cell definitions.

*** Notes: None

*** Updat ed: Haixia Xu on 4/16/2004 for 2004 Child sanpling

EIE IR IR kI I I O Rk S I I R R R R R I S S R O kR I R I I R R I O kI 3
)

*** Setup the titles. ***;

titlel '2004 Health Care Survey of DoD Beneficiaries - Child;

title2 'Program \\DOD\ @B_2004\ Prograns\ Sanpl i ng\ count c. sas by Nancy A
Cl usen’;

title3 'Create popul ation counts by various cell definitions.’;

*** Setup the options. ***;
options 1s=132 ps=79 nocenter conpress=yes nlogic nprint synbol gen;

*** Setup the paths where the files are l|ocated. ***;
libnane in "F:\ DOD\ @3 _2004\ Dat a\ Cfi nal ' ;
i bname out ' F:\DOD\@_2004\Data\Cfinal’;

*** Set the stratification variable. ***;
%et strata = sanpstr;

data franmec ;
set in.framec; /*(keep = sanpstr prn)*/
supreg = input(substr(sanpstr,1,1),1.);

enl smpl = input (substr(sanmpstr,2,1),1.);
agesnpl = input(substr(sanpstr,3,1),1.);
run;

TI TLES "FREQS of FRAMEC. SD2";
PROC FREQ DATA=f r anec;
TABLES &strata. SUPREG ENLSMPL AGESMPL
/M SSI NG LI ST;
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RUN;

PROC SORT DATA=framec OUT=FRAMEC;
BY &strata. SUPREG ENLSMPL AGESMPL;
RUN,

PROC MEANS DATA=FRANMEC NOPRI NT;
BY &strata. SUPREG ENLSMPL AGESMPL;
VAR ENLSMPL;
QUTPUT
QUT=TO( KEEP=&strat a. SUPREG ENLSMPL AGESMPL)
N=DUMWY;
RUN;

PROC FREQ DATA=FRAMEC NOPRI NT;
TABLES &strat a.
/M SSI NG LI ST QUT=T1( RENAME=( COUNT=PSUMD)
KEEP=COUNT &strata.) NOPERCENT NOCUM NOPRI NT;
RUN;

PROC FREQ DATA=FRAMEC NOPRI NT;
TABLES SUPREG
/M SSI NG LI ST OQUT=T2( RENAME=( COUNT=PSUML)
KEEP=COUNT SUPREG) NOPERCENT NOCUM NOPRI NT;
RUN,

PROC FREQ DATA=FRAMEC NOPRI NT;
TABLES ENLSMPL
/M SSI NG LI ST OQUT=T3( RENAME=( COUNT=PSUM)
KEEP=COUNT ENLSMPL) NOPERCENT NOCUM NOPRI NT;
RUN,

PROC FREQ DATA=FRAMEC NOPRI NT;
TABLES AGESMPL
/M SSI NG LI ST OUT=T4( RENAVE=( COUNT=PSUMNB)
KEEP=COUNT AGESMPL) NOPERCENT NOCUM NOPRI NT;
RUN;

PROC SORT DATA=TO; BY &strata.; RUN;
DATA TO;

MERGE TO T1;

BY &strata.;
RUN;

PROC SORT DATA=TO; BY SUPREG RUN,
DATA TO;

MERCE TO T2;

BY SUPREG
RUN;

PROC SORT DATA=TO; BY ENLSMPL; RUN
DATA TO;
MERGE TO T3;
BY ENLSMPL;
RUN;
PROC SORT DATA=TO; BY AGESMPL; RUN

proc neans dat a=franmec noprint;
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var prn;

out put out =t ot al

run;

DATA QOUT. COUNTC;
if n =1 then set total(drop = _type_ freq));

MERCE TO T4;
BY AGESMPL;
LABEL PSUMD
PSUML
PSUMR
PSUMB
TOTAL

RUN;

TITLES "I nformati on for COUNTC. SD2";

n=t ot al ;

PSUMD
PSUML
PSUMR
PSUMB
TOTAL

- &strata. Count’
- SUPREG Count’

- ENLSMPL Count’
- AGESMPL Count’

Popul ati on’

PROC CONTENTS dat a=i n. countc;

RUN;

PROC PRI NT dat a=i n. count c;
var &strata. supreg enlsnpl agesnpl

RUN;

psunD- psun8 total;
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* k%

*** Project: 2004 Health Care Survey of DoD Beneficiaries - Child
*** Project Nunber: 6077

*** Task Nunber: 220

* k%

*** Purpose: Sanple size deternmination for the 2003 DoD Child sanpl e design

* % %

* % %

*** Dat e: April 2003
*** Progranmer: Nancy A. Cusen Initial program by Keith Rathbun.

* k%

*** Program F:\ DOD\ @3_2004\ Progr ans\ Sanpl i ng\ sansi zec. sas,

* ok * Determ ne sanple sizes for all child sanples
* k%

*** |nputs: F:\DOD\@_2004\Dat a\ Cfi nal \ count c. sd2

*ok K Popul ation counts by various cell definitions.
* % %

*** Qut puts: F:\DOD\@_2004\Dat a\ Cfi nal \ sansi zec. sd2

*Hx Sanpl e sizes by various cell definitions.

* k%

*** Notes: None

* % %

*** Updated: enf 04/16/2004 for 2004 Child sanpling
kkhkhkkhkkhkhkkhhkkhhkhhkhhkhhkhhkhkkhhdhhkhhkhhkhhkhhhkhhdhhkhhkhhkhhkhhkhkdhd hkhhkhhkhhkhkk khkd kd kk,hk,kkk,k k,k* k*,*x*,*x-
*** Setup the titles. ***;

titlel '2003 Health Care Survey of DoD Beneficiaries - Child;

title2 'F:\ DOD\ @B_2004\ Progr ans\ Sanpl i ng\ sansi zec. sas by Nancy A d usen’;
title3 'Determ ne sanple sizes for all child sanples.’;

LIBNAME IN ' F:\DOD\@B_2004\Data\Cfinal\’;
OPTI ONS PS=79 LS=132 ERRORS=2 NOCENTER nl ogi ¢ nprint synbol gen;

%ET P = .5; *** PRODUCE THE MOST CONSERVATI VE SAMPLE S| ZES****;
%ET Z = 1. 96; *5%97 5TH PERCENTI LE FOR Z- DI ST#*## %% s x s kx skt ks,
%.ET HLAO = .03927231; ***HALF LENGTH FOR EACH STRATUM ****;

9 ET SSQUARE = &P*(1-&P); ***FORMILA FOR VARI ANCE OF Pt xsxsxssssss;

YVACRO VAR( DAT, DOVAI N, POPSI ZE, NH, ODAT) ;
DATA VARA,

SET &DAT; BY &DONVAI N;

VH=&POPS| ZE* * 2* ( ( &POPSI ZE- &NH) / ( &POPSI ZE- 1) ) * DE* &SSQUARE/ &NH;
RUN;

PROC MEANS DATA=VARA NOPRI NT;

VAR VH; BY &DOVAI N,

OQUTPUT OUT=&0DAT SUMFVSUM
RUN;
%VEND VAR;

R R R R R R R R R R R E R R EEEEEEEEE SRR EREEEEREEEREEEREEEREEEEREEEEEEEEEEREEE SRR EEEE SRR RS

* TO DETERM NE OPTI MAL STRATUM SI ZES G VEN PREDETERM NED VARI ANCE

Rk Ik S b b S R I Sk S S S O I R S S R Rk Sk S ok S o S R R Sk b b
)

YACRO OPTALLQ( DAT, DOVAI N, POPSI ZE, VO, ODAT) ;

TO CALCULATE PARTI AL SUMS OF REMAI NI NG DOVAI N SI ZES
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NOTE: THI'S SUM can be DI FFERENT FROM THE DOVAI N TOTAL !!!

DATA &DAT; SET &DAT;
DEN = ( &POPSI ZE/ DSUMEI TE) * * 2* DE/ ( &POPS| ZE- 1) ;
COM = &POPS| ZE* SQRT( DE* &POPS| ZE/ ( &POPSI ZE- 1)) ;
NUM = COM DSUMEI TE;

RUN;

PROC MEANS DATA=&DAT NOPRI NT;
VAR NUM DEN COM BY &DOWAI N;
OUTPUT OUT=DSI ZEA SUMENUMS DENS COMNS;

RUN;
DATA &ODAT;

MERGE &DAT DS| ZEA; BY &DOVAI N;

ND=( &SSQUARE* NUNB* * 2) / ( &/0+&SSQUARE* DENS) ;

NHO=ND* COM COVS;

DROP ND NUM DEN COM NUVS DENS COVS;
RUN;
%VEND OPTALLQ,
e

%ACRO NUMOBS( DSN) ;
%GLOBAL NUM /* THI'S MACRO CONTAI NS THE NUMBER OF OBS | N THE DATA*/
DATA _NULL_;
IF 0 THEN SET &SN NOBS=COUNT;
CALL SYMPUT(’ NUM , LEFT( PUT( COUNT, 8.)))
STOP;
RUN;
%END NUMOBS;

| TERATE UNTI L THE REMAI NI NG DOVAI NS HAVE NHO GREATER THAN
THE PREVI QUS SAMPLE SI ZES

YWACRO | TERATE;
YOPTALLQO( STE, DOVBI TE, POPSI ZE, VSTAR, OSTAT) ;

DATA FI N& STE;
SET OSTAT;
I F NHF < NHO THEN FIN = FIN +1;
| F FI N=& then output FIN&;
IF FIN = & + 1 then output STE;
RUN;

WAR( FI N&l , DOVE&I TE, POPSI ZE, NHF, SUMVARY) ;

DATA STE;
MERGE STE (1 N=A) SUWARY ; BY DOV&I TE;
I F A
| F VSUM=. THEN VSUM=O; **** SHULD EXI ST!'!'!';
VSTAR= VSTAR - VSUM DSUMBI TE** 2;
DROP VSUM
RUN;
%VEND | TERATE;

MAI N PART OF THE PROGRAM ' I TE | NDI CATES THE LEVEL OF DOVAI NS



9%VACRO MPART( | TE) ;
PROC SORT dat a=i ndat a; BY DOV&I TE; RUN;

WAR( | NDATA, DOV&I TE, POPSI ZE, NHF, SUMVARY) ;

DATA CHKVAR ***TO COMPARE THE VARI ANCE TO THE PRECI S| ON REQUI REMENT;
MERGE SUMVARY | NDATA: BY DOMEI TE;
FI N=1;
MARG N=SQRT( ( VSUM DSUMBI TE**2) * 1. 96* * 2) / HL&I TE;
IF MARG N > 1 THEN FI N=FI N+1;
DROP VSUM MARG N, /* SHOULD DROP ’ VSUM VARI ABLE HERE !!! */
RUN;

***DATA SET | NCLUDI NG STRATA HAVI NG FI NAL SAMPLE SI ZE AT THI S STEP***;

DATA FI N1 STE;
SET CHKVAR; BY DOV&l TE;
VSTAR=( HL&I TE/ 1. 96) ** 2;
| F FI N=1 then out put FI N1;
| F FI N=2 then out put STE;
RUN,;

YNUNOBS( STE) ;
WET | = 1;
% F &NUMEO %HEN %GOTO FDSN;

| TERATE MACRO TO UPDATE SAMPLE SI ZES TO MEET THE PRECI SI ON
REQUI REVENTS
TH S PART NEEDS TO BE REFI NED TO ALLOW TO STOP THE PROGRAM WHENEVER

*
"
%O YANTI L(&NUM = 0) ;
WWET | = YEVAL(& +1);
% TERATE;
YNUMOBS( FI N&I ) ;
YEND;
e
G VE THE REMAI NI NG DOMAI NS OPTI MAL SAMPLE SI ZES
«
WWET | = YEVAL(& +1);
DATA FI N&l : SET STE;
NHF = NHO
RUN;
g
COVBI NE THE DATASETS | NTO ONE
s
%-DSN:
DATA STEP9;

SET FI N1,

%0 J=2 WO &l ;
DATA STEP9;
SET STEP9 FI N&J;
RUN;
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%END;

%VEND MPART;
EE I S S I b I I I I I I b b I I I I I I I I I I I I I R I I I I I S I S I I I I S I I I I I
* START THE MAI N PROGRAM
DATA | NDATA,

SET I N. countc;

DOVD = sanpstr/*STRATUM/ ;

doml = SUPREG

DOV = enl snpl ;

DOVB = agesnpl ;

povd = 1;

popsi ze = psun®;

dsuml = psunt;

dsunm2 = psun®;

dsunB8 = psunsB;

dsund = total;

de = 1;
kkhkkhkkhkkhkhkkhkhkkhhkhhkhhkhhkhhkhkkhhkhhkhhkhhkhhkhhkhkk khkk hk hkhhkhh khkk kk kk*x*
* SET I NI TIAL SAMPLE SI ZES

IR IR R 2 R I I R S I R I I R Ik I I I kS I I O S I 3

NUME&Z* * 2* DE* &SSQUARE/ &HLAO* * 2;
NHZERO=NUM ( 1+( NUM 1) / POPSI ZE) ;
NHF = NHZERO,

EE IR I R I b S I O I I R R I R I kS R kI I

* PRECI SI ON REQUI REMENTS
KK L o o e e e e e e e m m e m m e —m - - khkkkhkhkkhhhkhhkdhhkdhhdhhhhdrkx-

HL1 = 0.02; ***FOR SUPER REG ONS* * * ** *

HL4 = 0.01; ¥*¥*XEOR THE WHOLE ** % %% %%

DROP NUM
RUN,;
K o o e e e e e e
* % %
* ADJUST | NI TI AL SAMPLE SI ZE TO SATI SFY THE DOM&l TE PRECI SI ON
REQUI REMENT
..
%VPART(1) ;
K K o o e e e e e e e e e e e e
* CTEATE STATUS& TE SO THAT FI N VALUES CAN REFLECT I TE TOO
* -

DATA | NDATA; SET STEP9;
STATUS1=10+FI N;

DROP FI N;

RUN;

EE R R R R R R R R R R R R R R R I I R I I R O

* ACCOUNT FOR OVERALL PRECI SI ON REQUI REMENT
***********************************************************;
%rpart (4)
DATA FI NAL; SET STEP9;

STATUS4=40+FI N;

NHF4=NHF;

VH=POPSI| ZE** 2* ( ( POPSI ZE- NHF) / ( POPSI ZE- 1) ) * DE* &SSQUARE/ NHF;

CHECK I F THE FI NAL SAMPLE SI ZES MEET ALL PRECI SI ON REQUI REMENTS
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PROC SORT DATA=FI NAL; BY DOML; RUN;
PROC MEANS NOPRI NT DATA=FI NAL; VAR VH; BY DOML;
QUTPUT OQUT=FDATA1 SUM=VI,

DATA FI NAL; MERGE FI NAL FDATAL; BY DOML;

PROC SORT DATA=FI NAL; BY DOMZ; RUN,

PROC MEANS DATA=FI NAL NOPRI NT; VAR VH; BY DOWE;
OUTPUT QUT=FDATAZ SUM=VZ2;

RUN,

DATA FI NAL; MERGE FI NAL FDATA2; BY DOW;

PROC SORT dat a=fi nal ; BY DOVB; RUN;

PROC MEANS DATA=FI NAL NOPRI NT; VAR VH; BY DOMVB;
OUTPUT OQUT=FDATA3 SUM=V3;

RUN,

DATA FI NAL; MERGE FI NAL FDATAS; BY DOWVS;

PROC MEANS DATA=FI NAL NOPRI NT; VAR VH;
OQUTPUT OQUT=FDATA4 SUM=V4;

RUN;
DATA FINAL; IF _N_ = 1 THEN SET FDATA4;
SET FI NAL;
PO=SQRT( ( ( POPSI ZE- NHF) / ( POPSI ZE- 1) ) * DE* &SSQUARE/ NHF) * 1. 96;
P1=SQRT( (V1/ DSUML**2) *1. 96** 2) ;
P2=SQRT( ( V2/ DSUMR**2) * 1. 96* * 2) ;
P3=SQRT( ( V3/ DSUMB**2) *1. 96* * 2) ;
PA=SQRT( ( V4/ DSUMA**2) * 1. 96* * 2) ;
RUN;
R I I S I Sk b kb S S R R Ik I kb S kS IR R Ik kb S S R Rk kS S S
* ACCOUNT FOR EXPECTED RESPONSE RATES
*******************************************************;
DATA RESP;
SET FI NAL;
NHFF=I NT( NHF/ 0. 32) +1; /*Add unwei ghted response rate from pri or
year*/;
RUN;

DATA LAST; SET RESP;
nhf = int(nhf)+1;
nhzero = int(nhzero)+1;
BWI' = POPSI ZE/ NHFF;
PROC SORT dat a=LAST; BY DOMD; r un;
PROC MEANS DATA=LAST; VAR NHZERO nhf NHFF BWI; RUN;
PROC PRI NT DATA=LAST; VAR DOVD DOML PO P1 DOW P2 DOVMB P3 p4 POPSI ZE NHFF; sum
nhff; RUN

R b S b S Rk kR S S S O R R S Sk S o S R I

* CREATE THE DATA SET CONTAI NI NG THE FI NAL SAMPLE SI ZES
B I b I I I I b I I I I b b b b b b b I I I I b b b b I b b I b b b b b b b b b b b b b b b b b b b b b b )
DATA | N. sansi zec;

SET LAST;

KEEP sanpstr/*STRATUMF/ POPSI ZE NHFF;
RUN;

D-28



3. Drawing the Child Sanple

IR EREE SRR EEEEEREEEEEEEEEEEEEEREEEREEREEEEREEREEEEEEEREEEEEEEEEEEEEEREEEEEEEEEEEE]

*** Project: 2004 Health Care Survey of DoD Beneficiaries - Child

* k%

*** Purpose: Select the child sanple fromthe child sanpling frane.
*** Dat e: April 30, 2002

*** Programer: Nancy A C usen

*** Program F:\ DOD\ 3_2004\ Pr ogr ans\ Sanpl i ng\ sanpl c01. sas,

*oxk Sel ects the sanple fromthe child sanpling frane.

* % %

*** | nputs: F: \ DOD\ @3_2004\ Dat a\ Cfi nal \ franec. sd2

*ok K Child sanpling frame created fromthe extracted DoD data set.
* k%

*kx F: \ DOD\ @3_2004\ Dat a\ Cf i nal \ santSI ZEC. sd2

il Sanpl e size infornmation for each stratum

* % %

*** Qut puts: F:\DOD\@_2004\ Dat a\ Cfi nal \ sanpl c. sd2
*oxk The child sanple created fromthe child sanpling frane.

* k%

*** Notes: None

* % %

*** Updat ed: Haixia Xu on 04/16/2004 for 2004 Child sanpling

EIE IR R kI I I I Rk S I I R R R R I kI kR R I R I kI R S O
)

*** Setup the titles. ***;

titlel '2004 Health Care Survey of DoD Beneficiaries - Child;

title2 'Program F:\DOD\ @_2004\ Prograns\ Sanpl i ng\ sanpl c01. sas by Nancy’;
title3 "Select the child sanple fromthe child sanpling frane.’;

*** Setup the options. ***;
options |s=132 ps=79 nocenter conpress=yes;

*** Setup the paths where the files are l|ocated. ***;
libname in v6 'F:\DOD\@ 2004\ Data\Cfinal\’;
i bname out v6 ' F:\DOD\@_ 2004\ Data\Cfinal\’;

*** Change the information in the csize data set to conformto proc
surveysel ect. ***;

title5 "Information for the sanSl ZEC. SD2 Data Set’;

proc contents data=in. sansi zec;

run;

data sam size (keep = sanpstr _nsize );
set in.sansizec (renanme = (nhff = nsize ));
run;

proc contents data=sam si ze;
run;

titles "Information for the FRAMVEC SD2 Data Set’;
data franec;

set in.franec;

run;

proc contents data=franec;
run;
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proc sort data=franec;
by sanpstr;
run;

proc sort data=sam size
by sanpstr;
run;

title5 "Information for the Child Sanple’
proc surveysel ect

data = framec

out = sanplc

met hod = sys

sanpsi ze = sam si ze

sort = serp

seed = 4930766

stats;
strata sanpstr;
control fanctode regsnpl age_n sexsnpl
run;

dat a out. sanpl c01;

set sanplc (renanme = (sanplingwei ght = BW sel ecti onprob = SEL_PROB)) ;

run;

title5 ' Check for Miultiple Children with the Same Sponsor’
proc freq data=out.sanpl cOl noprint;

table fantode / list mssing out=mfam

run;

data m fam

set mfam (keep = fantode count);
if count > 1 then output mfam
run;

proc print data=mfam
run;

proc sort data=out.sanpl c01;
by fantode;
run;

proc sort data=m fam
by fantode;
run;

data out.multifamnf_only s _only;

merge out.sanplc0l (in =in_s) mfam(in = in_nf);
by fantode;

if in.s =1and in_nf =1 then output out.multifam
else if in_.s =0 and in_nf = 1 then output nf_only;
else if in_s 1 and in_nf = 0 then output s_only;
run;

proc freq data=out.rmultifam
tabl e fancode*sanpstr / |ist m ssing;
run;
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title5 ' Check the Actual Stratum Sizes’
proc freq data=out.sanpl c01;

table stratum/ |ist m ssing;

run;

title5 'Region, Age, and Enrollee Goup for the Frane’
proc freq data=in.franec;

tabl e regsnpl age_n enlsnpl sexsnpl / list mssing;
run;

title5 "Region, Age, and Enrollee Goup for the Sanple’
proc freq data=out.sanpl c01;

tabl e regsnpl age_n enlsnpl sexsnpl / list mssing;
run;

title5 'Cross of Region and Age for the Franme and Sanpl e’
proc freq data=in.framec noprint;

tabl e regsnpl *age_n / list nmissing out=frnpct;

run;

data frnpct (keep = regsnpl age_n frane);
set frnpct (rename = (percent = frane));
run;

proc freq data=out.sanpl c0l noprint;
tabl e regsnpl *age_n / list mnissing out=snplpct;
run;

data snpl pct (keep = regsnpl age_n sanple);
set snpl pct (renane = (percent = sanple));
run;

proc sort data=frnpct;
by regsnpl age_n;
run;

proc sort data=snpl pct;
by regsnpl age_n;
run;

data percents;

nmerge frnpct snpl pet;
by regsnpl age_n;
run;

proc print data=percents;

var regsnpl age_n frane sanpl e;
sum frame sanpl e;

run;

title5 ' Sanpl e Counts’

proc freq data=out.sanpl c01;
tabl e sanpstr / |ist m ssing;
run;

title5 *Sanpling Weight by Stratuni;
proc freq data=out.sanpl c01;

tabl e sanpstr*BWF / |ist m ssing;
run;
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title5 ' Weighted Sanple Counts’;
proc freq data=out.sanpl c01;
tabl e sanpstr / list m ssing;
wei ght BW;

run;

title5 'Frame Counts’;

proc freq data=in.franec;
tabl e sanpstr / list mssing;
run;

R R R R SRR SRR EEEEEEEEEREEEEEREEEEREEEREEEREREEEREEEEREEEREEEEEEEREEEEEE SRR EEEEEEEEEEEES

* Create the ENBGSMPL vari abl e.
* Note: This var was created in sanplc03.sas in g3 2000.

R IR R I Sk I I O Sk S I I R Rk Ik I kR R I R R I I R I I R I R S R S I
)

DATA out . sanpl c01;
SET out. sanpl c01;

sel ect (patcat);
when (' ACTDTY') ENBGSMPL=' 01’ ;
when ('’ DEPACT )
do;
select (pcm;
when (' CIV') ENBGSMPL=' 02’;
when (' MTF') ENBGSMPL=' 03’ ;
when (7 ") ENBGSMPL=' 04’ ;
ot herwi se ENBGSMPL=' ¢’ ;
end;
end;
when(’ NADD<65’ )
do;
select (pcm;
when (' ClV') ENBGSMPL=' 05’ ;
when (' MIF') ENBGSMPL=' 06’ ;
when (7 ") ENBGSMPL=' 07’ ;
ot herwi se ENBGSMPL="d’ ;
end;
end;
when(’ NADD65+' ) ENBGSMPL=' 10’ ;
when(’ UNKNOWN )

do;
if pntypcd="S then
do;
if pnlcatcd in ("A,’J,"’N,’V ) then ENBGSMPL=" 01" ;
else if dageqy = ' ' then ENBGSMPL='f’;
el se if dageqy <= '064’ then
do;
select (pcm;
when (' CIV') ENBGSMPL=' 05’ ;
when (' MIF' ) ENBGSMPL=' 06’ ;
when (7 ") ENBGSMPL=" 07" ;
ot herw se ENBGSMPL=' g’ ;
end;
end;
el se if dageqy > ' 064’ then ENBGSMPL=' 10’ ;
end;

else if pntypcd="D then

D-32



do;
if pnlcatcd in ("A,’J ,"N,"V) then
do;
select (pcm;
when (' CIV') ENBGSMPL=' 02’ ;
when (' MTF') ENBGSMPL=' 03’ ;
when (* ')  ENBGSMPL=' 04’ ;
ot herw se ENBGSMPL=" h’ ;

end;
end;
else if dageqy = ' ' then ENBGSMPL=i’
el se if dageqy <= '064’ then
do;

select (pcm;
when (' ClV') ENBGSMPL=' 05’ ;
when (' MTF') ENBGSMPL=' 06’ ;
when (' ')  ENBGSMPL=' 07’ ;
ot herw se ENBGSMPL="j ' ;
end;
end;
else if dageqy > ' 064’ then ENBGSMPL=" 10’ ;
end;
el se ENBGSMPL=" e’ ;
end;
ot herwi se ENBGSMPL=" Db’ ;
end;
DROP PATCAT PNTYPCD PNLCATCD;
LABEL ENBGSMPL = ' ENBGSMPL- Enrol | ment Beneficiary group’
RUN;

PROC FREQ
TABLES ENBGSMPL dageqy ENBGSMPL*dageqy /M SSI NG LI ST;
RUN,

R Ik b S I R S S S S O O

*CREATE | N_HOUSE AND CLI ENT DATASETS***;

EE R R L R I O I I I R R R R O
1

dat a out. sanpl c;
set out.sanpl c01;
run;

proc contents;
run;

data out.sanpl c01l (keep= AGESMPL AGE_N BWI' DAGEQY DHSRGN ENLSMPL FAMCODE
MPRI D PCM REGSMPL SAMPSTR SEL_PROB SEXSMPL STRATUM

SUPREG ENBGSMPL) ;

set out.sanpl c01;

run;

proc contents;
run;
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APPENDIX E

TECHNICAL BACKGROUND IN DETERMINING THE SAMPLE SIZES






Technical Background for the Algorithm

To attain the required half-length HL for confidence intervals, the required sample size n was
obtained while incorporating finite population correction factors.

For simple random samples (SRS) of size n from finite populations of size N, the variance of p is:

P(1-P) IN-np

E.1 =
(E.1) V =s(P) n EN-1[

Because the expected sample sizes for all strata for the 2004 HCSDB Child survey are sufficiently
large, the standard formula (4.1) in Chapter IV can be used in constructing the confidence interval
of P. Let B denote the required half-length interval for P. With the variance of P, we can determine
the sample size to attain the precision requirement B by solving the following equation with respect

ton:
(E2) B= zl.a/z\/ PA-P)EN-NH
n ON-10
implies
Ziaz [P(1-P)]

(E.3) n= . B’

145 @z [P(L-P)] E

N B

This formula was used as the first step in determining initial sample sizes for all strata in the 2004
HCSDB.

Note from formula (E.3), sample sizes vary according to values of the proportion P. As P becomes
closer to 0.5, n becomes larger. Because characteristics of interest of this survey could have
values ranging from zero to one, the resulting sample sizes lie within a wide range of values with
the largest value associated with P=0.5. For sample size determination, we used a P value of 0.5,
which ensures that the sample size will be large enough to meet or exceed the predetermined
precision requirement for all proportions to be estimated.

Since the sample size is being defined to construct a 95 percent interval for P = 0.5 with a half-

length interval less than or equal to B, Z-@'2 can be replaced with £975 which is 1.96. Formula
(E.3) can then be specified as the following:
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.9604
BZ

1+ 1 [jo604 [H

N[ B®

(E.4) n=

where .9604 was obtained from zg75 P (1- P) with P = 0.5. The formula (E.4) can then be
applied to determine the sample size to achieve B in estimating stratum-level estimates.

Recall that the 2004 HCSDB employs a stratified sample design. Since we wish to estimate the
proportion of beneficiaries from domain d having a certain characteristic, an estimate of the

proportion Pa can be obtained as the weighted sum of stratum-level proportion estimates:

Nhn

(E.5) =y
P Ng(+)

Ph>

where Ny, is the population size for stratum h, Nd(+) is the sum of N}, over domaind, and p,

is the estimated proportion for the h-th stratum. Since the sampling is independent across strata,
the variance of estimated proportion p, is the sum of stratum-level variances:

DNhDZD\Ih nhDPh(l Pn)

(£6) Vd_%DNdD HN“ 1H

where n,, is the sample size in stratum h and P,, is the stratum-level proportion for stratum h.

Like the single stratum case, all stratum-level proportions are assumed to be 0.5, and thus the
formula (E.6) can be reduced to the following:

DNhDZENh - nn[ 25

€D Vo~ 28w Bne-1Fn,

The minimum sample size satisfying the requirements for a predetermined half-length interval By

AT

Bd ﬁDlD

N
1-
Zian * N3 1EPh( Pr)

With the same specifications above, formula (E.8) can be specified as:

Pn(1-Pn) D
(E.8)
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2500 / Nhn
Nh

38416 ' Nth 1

(E.9)

where P, (1- Py ) =(5)(5)=0.25forallhand 745 = 3.8416.

The domain sample size nqin (E.9) is based on the following optimal stratum sample sizes:

thf NNTl \ Pn(1-Pn)
(E.10) Nh= Ng L
Nn
] Pn(1-Pn)
Nn-=1

Likewise, this formula becomes

N No-1

Nh=Ng————F——
Nn
%Nh
Nn=1

After the stratum size for eligible respondents was finally determined, an anticipated response rate
R was incorporated to get the final stratum sample size:

(E.11)

(E.12) Mhe= o
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